IDENTIFICATION

Species: Physcomitrium patens
Locus: Pp3c8_13450V3

Gene Model: Pp3c8 13450V3.1.p
Description: PPEXPA-12
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
KEGG: https://www.genome.jp/entry/gn:T01041

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041
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SEQUENCES

Peptide

>PpEXPA-12

MKMSNLKLVVLFLALGLTTVIAAPRGWGDAHITYYGSPNGAGTEGGACGYQNTYK
LGYGSMTAALSSRLFQGGKACGGCYQLRCAPNRGRNWCWSYARAIVVTATNLCPQ
GSHGGWCDYPKSHFDLPMPAFTSLARREGGVAPVWYRKVRCAKRGGVRFTIGGNP
WFLMVLIHNVGGAGDVVSVKVKCPYTGWVSAYRNWGCLWTVRTKMTGPLSFTLV
TSDGRTLYSMNAVRNGWKFGQTWEGSQFR*

CDS (coding sequence)
>PpEXPA-12

ATGAAGATGTCCAACTTGAAGCTCGTTGTGCTGTTTCTGGCGCTGGGTCTGACCA
CGGTGATCGCGGCGCCGCGGGGTTGGGGTGATGCTCATATCACGTACTATGGCTC
TCCCAACGGCGCTGGAACGGAGGGCGGCGCCTGCGGGTACCAGAATACCTACAA
GCTGGGGTATGGGTCAATGACTGCCGCGTTGAGCTCTCGTCTATTCCAGGGCGGG
AAGGCGTGCGGCGGATGTTACCAGCTGAGGTGCGCACCAAATCGTGGCAGGAAC
TGGTGCTGGAGTTACGCCAGGGCCATTGTGGTGACTGCCACCAACCTGTGCCCGC
AGGGTTCGCATGGTGGGTGGTGCGATTATCCCAAGTCGCACTTCGACTTGCCGAT
GCCCGCTTTCACTAGCCTTGCGCGGCGCGAAGGAGGTGTTGCCCCAGTGTGGTAC
AGGAAGGTCCGGTGTGCGAAGCGCGGTGGGGTGCGGTTCACCATTGGAGGCAAC
CCATGGTTCTTGATGGTGCTGATTCACAACGTGGGCGGAGCAGGGGATGTGGTGT
CGGTGAAGGTCAAGTGCCCATACACGGGATGGGTATCAGCGTACCGGAACTGGG
GATGCCTGTGGACGGTGAGGACGAAGATGACGGGACCGCTGTCTTTCACGTTGGT
GACGAGCGATGGGCGAACGCTGTACTCGATGAATGCAGTACGGAACGGATGGAA
ATTTGGGCAGACGTGGGAGGGCAGCCAGTTCAGATGA

Nucleotide
>PpEXPA-12

GCTATTCGAGGATCGGGTGATCATGGATGTTGATTCCAGCAACGCTGCTCGATCC
TTCCTCGGCTTGCCGGCACCACAACCTTTCTGTGCTTCCGCTCCACTTAAGGAAGG
TTTCTCCATTTCTGTTGTTGTCTGGACGTGCCGCGCTTGTCACCTCGGACATGACA
TTCCCTCAGCTCGTCTAGTTACGTCCTTTCGTCCTCAGATTCTGCCCCCACATCTGC
TTCCTGTAAGTGGTCTTTGCTGGTACATGTTATGAGCAAATTTAGAAGAACTATTT
ATGTTTGTCGTGCGGTGCCGTGGAGATCTCCGCAGATTCCACTGATTACATTGATT



CCATCCATGCGTGCAGTTTTATTTAGTCGAGTTGCATGAGTTTGCGGTTGCTGCTC
CAGTTTTGACATCGTGAGGTAGGTGTGATTGTTCTATTGTTGACTACGATGTTAAA
TGATCAGGAGATTTCAATGATGCAAGTTGTTGCCGTTCACAGGAGCGAGACAGTC
ATGAAGATGTCCAACTTGAAGCTCGTTGTGCTGTTTCTGGCGCTGGGTCTGACCA
CGGTGATCGCGGCGCCGCGGGGTTGGGGTGATGCTCATATCACGTACTATGGCTC
TCCCAACGGCGCTGGAACGGAGGGCGGCGCCTGCGGGTACCAGAATACCTACAA
GCTGGGGTATGGGTCAATGACTGCCGCGTTGAGCTCTCGTCTATTCCAGGGCGGG
AAGGCGTGCGGCGGATGTTACCAGCTGAGGTGCGCACCAAATCGTGGCAGGAAC
TGGTGCTGGAGTTACGCCAGGGCCATTGTGGTGACTGCCACCAACCTGTGCCCGC
AGGGTTCGCATGGTGGGTGGTGCGATTATCCCAAGTCGCACTTCGACTTGCCGAT
GCCCGCTTTCACTAGCCTTGCGCGGCGCGAAGGAGGTGTTGCCCCAGTGTGGTAC
AGGAAGTAAGTAGCGCCACTGTGGAGACATTGTATGAGAAGGTGGTTGCGAGGA
GTGTTCTGGAGAAATGTGTGGTGGACTGCGGATTGTGAATGAGACGTGGATGACA
TGTGGGTGGGAAGAGGGGATTGAGTCGGATGAGCGGTAGATGGTAACAGGATGT
GTGGGTTGAATGTGATGATGACAGGGTCCGGTGTGCGAAGCGCGGTGGGGTGCG
GTTCACCATTGGAGGCAACCCATGGTTCTTGATGGTGCTGATTCACAACGTGGGC
GGAGCAGGGGATGTGGTGTCGGTGAAGGTCAAGTGCCCATACACGGGATGGGTA
TCAGCGTACCGGAACTGGGGATGCCTGTGGACGGTGAGGACGAAGATGACGGGA
CCGCTGTCTTTCACGTTGGTGACGAGCGATGGGCGAACGCTGTACTCGATGAATG
CAGTACGGAACGGATGGAAATTTGGGCAGACGTGGGAGGGCAGCCAGTTCAGAT
GATGAGAAGTGGAGAGGAAGAGGGGAGGCCCGTGTACTTTAGGTAGAAGTCAGT
TGTGTTTGGGGATGGCGTCGCGCCTGTGCATGAAAGGCAGGCCGTCTATCGATGA
GAAGGTAGCTGCAGTTGTTGGTCTTCTGTAGCGGAAGCCGCTGGCTTGTGTCCTG
AGCTTTTGTGAAAGCCGGTCACTGTAATTCTGTGCTTCTTGTAATCGTCCTTAGAT
TTTAGCTGAGGTGTTTAGCATTTTTCCTCCCGAACTATTTAATACACCTGGAAATA
GTGAAGTCGGTTCAAGTTGATTTATGTACGGCATTAGGCACCATGTTTTCCTCTTG
CTTATCTCTTACGTTCTCTCTTGTGAGACTCATTGCCAGACCGTGACAAACTACTT
GTGAATTTTATTGAATTTTGTGCTTGCGATTCGAAGGTTTGAATGCTCGCAAGTTA
CAGTTGACGTAGGGATTACATGAATGAAATTACAGTATGGCTCTGGAATCACAAG
GGTGCCGTTAGAAGTAATCTTGTTACCACTATCATATATTTCATGTCCTGGATGTC
TGGAAATCTTCTTAGTACTACTAGTTTTATCTTTTGATAATAGTTTATGGTGCAAC
ATTTGGTGGTGAATTATATGGGAGATGGTACTCCGAGATCGGCTATATCTTCTGC
GTTGTATATTGCAGATGCTTTTTTCTATCGTAGCATCTCCAAAATTACTGCAAAAG
TAATTTTTCTTGCCTAG




