IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin08G230400

Gene Model: Misin08G230400.1.p
Description: McsEXPB-45
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE

McsEXPB-45 — e
7

| 1 1 1 1 1 I 1 1 4
by 2kbp 100bp G00bp 8000y 1000 1200 14006p 1600p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

o 125 150 175 200 225 250 275 294
e e

Query seq.

binding £ite 4 M
Specific hits s Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg 1 superfamily
List of domain hits L
+ Name Accession Description Interval E-value
[+] DPBE_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 64-187 3.09e-75
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, PIl and PIIl from Lolium perenne. 195-273 7.81e-29

>McsEXPB-45

MAKSCTLLIFGALVVLLLLVSPIACSRKLAKPNKHRPRHKPAVRARSNYTVTPSVSDA
YGSGGWLSAGATYYGAPDGDGSDGGACGYQTAVGQRPFSSMIAAGSPSLFKGGKG
CGACYEVKCDGNAACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGAMAKPGM
ADRLRAAGILKVQYKRVPCKYSGVNIAFRVDQGSNPFYFEVLVEFEDSDGDLSAVDL
MEAGCGTWTPMVQNWGALWRYNSNTGKALRAPFSLRLTSDSGKVLVANNVIPSGW
NPGATYRSLVNYS*

CDS (coding sequence)
>McsEXPB-45

ATGGCGAAGTCTTGCACCTTACTGATATTCGGCGCACTAGTCGTGCTCTTGCTTCT
AGTAAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCCG
AGACACAAGCCGGCAGTCAGGGCCCGCAGCAACTACACTGTCACCCCCTCGGTGT
CCGACGCCTACGGCTCCGGCGGCTGGTTGTCCGCCGGCGCGACGTACTACGGCGC
ACCCGACGGCGACGGCAGTGACGGCGGCGCGTGCGGCTACCAGACCGLCLGTCGG
GCAGCGTCCCTTCTCGTCGATGATCGCCGCAGGTAGCCCGTCGCTGTTCAAGGGA
GGCAAGGGCTGTGGCGCTTGCTACGAGGTTAAATGCGACGGCAACGCGGCATGC
TCCGGCCAGCCGGCGACCGTGGTCATCACCGACGAGTGCCCCGGLCGGLGTCTGLCC
TTGCCGAGGCGGCCCACTTCGACATGAGCGGCACCTCCATGGGCGCCATGGCCAA
GCCCGGCATGGCCGACAGGCTTCGCGCCGCCGGTATTCTAAAGGTCCAGTACAAG
AGGGTGCCGTGCAAGTACAGCGGCGTAAACATCGCCTTCAGGGTGGACCAGGGC
TCCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACAGCGACGGCGACC
TCAGCGCCGTCGACCTGATGGAGGCGGGGTGCGGAACCTGGACGCCGATGGTGC
AGAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGG
CGCCCTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAA
CGTCATCCCCTCCGGCTGGAACCCCGGAGCCACGTACCGCTCCTTGGTGAACTAC
TCCTGA



Nucleotide
>McsEXPB-45

CCCTCGAGCTAAGCTCATCTCTACCTCACAGCCGTCTTCCGAGCTACAGCTACCA
GTGCTTAGCTCAAAACTCAAAAGAAGAAACAAGAACTCACTACCAATGGCGAAG
TCTTGCACCTTACTGATATTCGGCGCACTAGTCGTGCTCTTGCTTCTAGTAAGCCC
CATTGCTTGCTCCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCCGAGACACAA
GCCGGCAGTCAGGGCCCGCAGCAACTACACTGTCACCCCCTCGGTGTCCGACGCC
TACGGCTCCGGCGGCTGGTTGTCCGCCGGCGCGACGTACTACGGCGCACCCGACG
GCGACGGCAGTGACGGTTAGTTAGTGCCGTTGCTTGTCTGTCGGTTAGCCTGTACT
TTGCAATTTGCACGTCGCATTGACATTGACATGCAATCGGAAAATTTAATTTGAA
TGGGCAGGCGGCGCGTGCGGCTACCAGACCGCCGTCGGGCAGCGTCCCTTCTCGT
CGATGATCGCCGCAGGTAGCCCGTCGCTGTTCAAGGGAGGCAAGGGCTGTGGCG
CTTGCTACGAGGTCAGACTTCGCACGGCCTAGGAAGCTCCTGTGCTGTGACAGTG
TACTACTAGCTGCATTCATGGTGCAAAGTGGTCGGCGCTGGTGCTAAATAACTGA
ATGCGTTCATGTGTGGCGCGCGCAACGCAGGTTAAATGCGACGGCAACGCGGCA
TGCTCCGGCCAGCCGGCGACCGTGGTCATCACCGACGAGTGCCCCGGCGGCGTCT
GCCTTGCCGAGGCGGCCCACTTCGACATGAGCGGCACCTCCATGGGCGCCATGGC
CAAGCCCGGCATGGCCGACAGGCTTCGCGCCGCCGGTATTCTAAAGGTCCAGTAC
AAGAGGTACGTCACGGCCGAGCACCGAGAAGTGCAGAAGCATTACGCGTGTGTG
GAATCAGAGTGACGATGCTGTATTAATCTTGGTCATAATTTCCTTGGTTTGCCGCA
GGGTGCCGTGCAAGTACAGCGGCGTAAACATCGCCTTCAGGGTGGACCAGGGCT
CCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACAGCGACGGCGACCT
CAGCGCCGTCGACCTGATGGAGGCGGGGTGCGGAACCTGGACGCCGATGGTGCA
GAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGGC
GCCCTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAAC
GTCATCCCCTCCGGCTGGAACCCCGGAGCCACGTACCGCTCCTTGGTGAACTACT
CCTGAATTACAGCTGCAGCGTTAAGAGGTGCCCTTGCATGCATCCGGGCTTTTGC
GAGAGGCGGTGTCAGAAGATGAGGAGGAGGTTGAAGGATCGAGTTCTTCCCTCC
CTCCACGCCTCCACGGCCTCTGCAGTCCCCCTAGTGATGTCTGAGCGTGTTGTTGA
TTTCTCTGTAATTTTGTTTTCTTTTTGTCGTCCCGGCCCCTTGTTGCAAGAGCCGCG
ACCAATCACCAATGTTGCATGCAGATGCACAAGCTGTGTGAGTGTTTTTTGTACC
ACGCAATCCTTTGAGATAATTGAAGTACTGCTATCTCATTGTCGTCAT






