
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin08G230400 

Gene Model: Misin08G230400.1.p 

Description: McsEXPB-45 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-45 

MAKSCTLLIFGALVVLLLLVSPIACSRKLAKPNKHRPRHKPAVRARSNYTVTPSVSDA

YGSGGWLSAGATYYGAPDGDGSDGGACGYQTAVGQRPFSSMIAAGSPSLFKGGKG

CGACYEVKCDGNAACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGAMAKPGM

ADRLRAAGILKVQYKRVPCKYSGVNIAFRVDQGSNPFYFEVLVEFEDSDGDLSAVDL

MEAGCGTWTPMVQNWGALWRYNSNTGKALRAPFSLRLTSDSGKVLVANNVIPSGW

NPGATYRSLVNYS* 

CDS (coding sequence) 

>McsEXPB-45 

ATGGCGAAGTCTTGCACCTTACTGATATTCGGCGCACTAGTCGTGCTCTTGCTTCT

AGTAAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCCG

AGACACAAGCCGGCAGTCAGGGCCCGCAGCAACTACACTGTCACCCCCTCGGTGT

CCGACGCCTACGGCTCCGGCGGCTGGTTGTCCGCCGGCGCGACGTACTACGGCGC

ACCCGACGGCGACGGCAGTGACGGCGGCGCGTGCGGCTACCAGACCGCCGTCGG

GCAGCGTCCCTTCTCGTCGATGATCGCCGCAGGTAGCCCGTCGCTGTTCAAGGGA

GGCAAGGGCTGTGGCGCTTGCTACGAGGTTAAATGCGACGGCAACGCGGCATGC

TCCGGCCAGCCGGCGACCGTGGTCATCACCGACGAGTGCCCCGGCGGCGTCTGCC

TTGCCGAGGCGGCCCACTTCGACATGAGCGGCACCTCCATGGGCGCCATGGCCAA

GCCCGGCATGGCCGACAGGCTTCGCGCCGCCGGTATTCTAAAGGTCCAGTACAAG

AGGGTGCCGTGCAAGTACAGCGGCGTAAACATCGCCTTCAGGGTGGACCAGGGC

TCCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACAGCGACGGCGACC

TCAGCGCCGTCGACCTGATGGAGGCGGGGTGCGGAACCTGGACGCCGATGGTGC

AGAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGG

CGCCCTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAA

CGTCATCCCCTCCGGCTGGAACCCCGGAGCCACGTACCGCTCCTTGGTGAACTAC

TCCTGA 

 

 



Nucleotide 

>McsEXPB-45 

CCCTCGAGCTAAGCTCATCTCTACCTCACAGCCGTCTTCCGAGCTACAGCTACCA

GTGCTTAGCTCAAAACTCAAAAGAAGAAACAAGAACTCACTACCAATGGCGAAG

TCTTGCACCTTACTGATATTCGGCGCACTAGTCGTGCTCTTGCTTCTAGTAAGCCC

CATTGCTTGCTCCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCCGAGACACAA

GCCGGCAGTCAGGGCCCGCAGCAACTACACTGTCACCCCCTCGGTGTCCGACGCC

TACGGCTCCGGCGGCTGGTTGTCCGCCGGCGCGACGTACTACGGCGCACCCGACG

GCGACGGCAGTGACGGTTAGTTAGTGCCGTTGCTTGTCTGTCGGTTAGCCTGTACT

TTGCAATTTGCACGTCGCATTGACATTGACATGCAATCGGAAAATTTAATTTGAA

TGGGCAGGCGGCGCGTGCGGCTACCAGACCGCCGTCGGGCAGCGTCCCTTCTCGT

CGATGATCGCCGCAGGTAGCCCGTCGCTGTTCAAGGGAGGCAAGGGCTGTGGCG

CTTGCTACGAGGTCAGACTTCGCACGGCCTAGGAAGCTCCTGTGCTGTGACAGTG

TACTACTAGCTGCATTCATGGTGCAAAGTGGTCGGCGCTGGTGCTAAATAACTGA

ATGCGTTCATGTGTGGCGCGCGCAACGCAGGTTAAATGCGACGGCAACGCGGCA

TGCTCCGGCCAGCCGGCGACCGTGGTCATCACCGACGAGTGCCCCGGCGGCGTCT

GCCTTGCCGAGGCGGCCCACTTCGACATGAGCGGCACCTCCATGGGCGCCATGGC

CAAGCCCGGCATGGCCGACAGGCTTCGCGCCGCCGGTATTCTAAAGGTCCAGTAC

AAGAGGTACGTCACGGCCGAGCACCGAGAAGTGCAGAAGCATTACGCGTGTGTG

GAATCAGAGTGACGATGCTGTATTAATCTTGGTCATAATTTCCTTGGTTTGCCGCA

GGGTGCCGTGCAAGTACAGCGGCGTAAACATCGCCTTCAGGGTGGACCAGGGCT

CCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACAGCGACGGCGACCT

CAGCGCCGTCGACCTGATGGAGGCGGGGTGCGGAACCTGGACGCCGATGGTGCA

GAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGGC

GCCCTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAAC

GTCATCCCCTCCGGCTGGAACCCCGGAGCCACGTACCGCTCCTTGGTGAACTACT

CCTGAATTACAGCTGCAGCGTTAAGAGGTGCCCTTGCATGCATCCGGGCTTTTGC

GAGAGGCGGTGTCAGAAGATGAGGAGGAGGTTGAAGGATCGAGTTCTTCCCTCC

CTCCACGCCTCCACGGCCTCTGCAGTCCCCCTAGTGATGTCTGAGCGTGTTGTTGA

TTTCTCTGTAATTTTGTTTTCTTTTTGTCGTCCCGGCCCCTTGTTGCAAGAGCCGCG

ACCAATCACCAATGTTGCATGCAGATGCACAAGCTGTGTGAGTGTTTTTTGTACC

ACGCAATCCTTTGAGATAATTGAAGTACTGCTATCTCATTGTCGTCAT 




