IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin07G434200

Gene Model: Misin07G434200.1.p
Description: McsEXPB-42
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq.

binding site 4 44

Specific hits S e Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits "
+ Name Accession Description Interval E-value
[+] DPBB_EXPE_N 22275 N-ferminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Bela-expansins 35-159 1.91e-78
[+] Pollen_allerg_1 pflam01357 Pollen allergen; This family contains allergens lol PI, Pll and PlIl from Lolium perenne. 167-245 3.61e-30

>McsEXPB-42

MATKMVLCRFVAFAALACLLRPGAPVELHRKLSGWSGDAGATWYGAATGAGSDG
GACGYQNAVDQPPFSSMIAAGSPSIFQNGEGCGSCYQVKCTGHASCSGSPVTVVLTD
ECPGGACLAEPVHFDLSGTAFGAMAKPGQADQLRSAGRLNIQYTRVPCNWNGMDIA
FKVDAGSNPNYFAVLIEYESGDGELRSVELMQRGGGGGAAWAPMQRSWGAVWRY
NSGAALRAPFSVRLTSGSGRTLVASNVIPAGWTPGATYRSVVNFNN*

CDS (coding sequence)
>McsEXPB-42

ATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTCGCGGCTCTCGCCTGCCT
CCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGAAAGCTCTCCGGCTGGTCCGGC
GACGCCGGCGCGACGTGGTACGGCGCAGCCACCGGCGCTGGGAGCGACGGTGGT
GCGTGCGGGTACCAGAACGCCGTCGACCAGCCGCCGTTCTCGTCCATGATCGCCG
CCGGCAGCCCGTCCATCTTCCAGAACGGCGAGGGCTGCGGCTCCTGCTATCAGGT
GAAATGCACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCCTCACC
GACGAGTGCCCCGGCGGCGCGTGCCTGGCCGAGCCTGTGCACTTCGACCTGAGCG
GCACGGCGTTCGGAGCCATGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGCG
CCGGACGCCTCAACATCCAGTACACTCGGGTGCCGTGCAACTGGAACGGGATGG
ACATCGCGTTCAAGGTGGACGCCGGCTCGAACCCGAACTACTTCGCGGTGCTGAT
CGAGTACGAGTCCGGCGACGGCGAGCTGCGGTCCGTGGAGCTCATGCAGCGCGG
CGGCGGCGGCGGCGCAGCGTGGGCGCCGATGCAGCGGTCATGGGGCGCCGTGTG
GAGGTACAACTCCGGCGCCGCCCTGCGGGCGCCCTTCTCCGTCCGCCTCACCTCC
GGCTCCGGCAGGACGCTCGTCGCCAGCAACGTCATCCCCGCGGGGTGGACGCCC
GGCGCCACGTACCGCTCGGTCGTCAACTTCAACAACTAA

Nucleotide
>MCcsSEXPB-42

ATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTCGCGGCTCTCGCCTGCCT
CCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGAAAGCTCTCCGGCTGGTCCGGL
GACGCCGGCGCGACGTGGTACGGCGCAGCCACCGGCGCTGGGAGCGACGGTAAG
TGTAGATGCACGGACGACGCGGGTGAACTTTAACCATTTTTCATTCATCCTGCAT



GAAAAATAAAAAGAATTCGTAACAAATAATGCCTTCCCGGGACCCGGGTACGCC
GTTTTTTCGTGTAGGTGGTGCGTGCGGGTACCAGAACGCCGTCGACCAGCCGCCG
TTCTCGTCCATGATCGCCGCCGGCAGCCCGTCCATCTTCCAGAACGGCGAGGGCT
GCGGCTCCTGCTATCAGGTAGTACGGTTATTCGTGCATGCGACCGAGCGTGGCAC
TTACTTAATAACGACACCGCCGCCGTTGTGGTAATAAATTGTGCAGGTGAAATGC
ACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCCTCACCGACGAGT
GCCCCGGCGGCGCGTGCCTGGCCGAGCCTGTGCACTTCGACCTGAGCGGCACGGC
GTTCGGAGCCATGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGCGCCGGACG
CCTCAACATCCAGTACACTCGGTAAGCTAACAGCGCCGCACGTGACGCGTGCGTG
CGTACGTAGCACAGATAGTACTTCTAAGTAGGAGTGTACTTGTGCTGTGTCGTAC
GTTACGAATGCATATACTCGCTTTCGGTGGTGTACCGCGTAGGCCGTTGTTGGAG
TATATTAGCTTGCCTCCAACGCACGTAGAAACGCCGCGTGACCGTGACGCATGCA
GGGTGCACGTACGTACAAACATTCTTGGTGTACTAGTGATAGACTAGAGTGTCTG
TTCCTCGCACTTGTCCTTTTGTGCCGCCCATGTCCATGTCCATGCATGACCGGTCG
CGTCGCGTGCGTACTACCTGCAGGGTGCCGTGCAACTGGAACGGGATGGACATCG
CGTTCAAGGTGGACGCCGGCTCGAACCCGAACTACTTCGCGGTGCTGATCGAGTA
CGAGTCCGGCGACGGCGAGCTGCGGTCCGTGGAGCTCATGCAGCGCGGLCGGLGG
CGGCGGCGCAGCGTGGGCGCCGATGCAGCGGTCATGGGGCGCCGTGTGGAGGTA
CAACTCCGGCGCCGCCCTGCGGGCGCCCTTCTCCGTCCGCCTCACCTCCGGCTCCG
GCAGGACGCTCGTCGCCAGCAACGTCATCCCCGCGGGGTGGACGLCLCCGGLGCCA
CGTACCGCTCGGTCGTCAACTTCAACAACTAA





