
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.01G579100 

Gene Model: SbRio.01G579100.1.p 

Description: SbrEXPB-22 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPB-22 

MAVRLWWSSSLSSRAVAAALLCLLVAHGSNCAKHSGGKSHKGGGGHAHAAPTPSP

PAAPPPAVVYPTPPTTPPPPPASSSNGSGGGGGWLNARATWYGAPNGAGPDDNGGA

CGFKGVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCKAHPACSGVPETVIITDMNY

YPVAPYHFDLSGTAFGAMAKDDRNDELRHAGIIDIQFKRVPCQYPGLTVTFHIERGSN

PNYLAVLVEYGNGDGDVVQVDLMESRTDDGEPTGVWEPMRESWGSIWRMDTRRPL

QGPFSLRVTNESGKTLVADQVIPADWQPDNVYSSIVQFD* 

CDS (coding sequence) 

>SbrEXPB-22 

ATGGCGGTACGACTGTGGTGGTCGTCGTCCTTGTCCTCCCGCGCCGTCGCTGCAG

CGCTGCTGTGCCTGCTGGTGGCTCACGGCAGCAACTGCGCCAAGCATTCCGGCGG

CAAGAGCCACAAGGGTGGAGGTGGACATGCCCATGCCGCGCCGACCCCTTCTCC

GCCGGCGGCTCCTCCACCAGCCGTCGTCTACCCGACGCCGCCCACCACTCCTCCG

CCTCCGCCGGCAAGCAGCAGCAACGGCAGTGGTGGTGGTGGTGGGTGGCTGAAC

GCCCGTGCGACATGGTACGGCGCCCCCAACGGGGCGGGGCCCGACGACAATGGT

GGCGCGTGCGGCTTCAAGGGCGTCAACCTCCCACCTTTCTCGGCGATGACGTCCT

GCGGCAACGAGCCACTCTTCAAGGACGGCAAAGGATGCGGCTCATGCTACCAGA

TCCGTTGCAAGGCCCACCCTGCTTGCTCCGGCGTGCCGGAGACGGTGATCATCAC

GGACATGAACTACTACCCCGTGGCCCCCTACCACTTCGACCTCAGCGGCACCGCC

TTCGGAGCCATGGCCAAAGACGACCGCAACGACGAGCTGCGCCACGCAGGCATC

ATCGACATCCAGTTCAAGAGGGTTCCCTGCCAGTACCCTGGCCTCACCGTCACCT

TCCACATCGAGCGCGGCTCCAACCCAAACTACCTGGCCGTGCTCGTCGAGTACGG

CAACGGCGACGGCGACGTCGTGCAGGTCGACCTCATGGAGTCCCGCACCGACGA

CGGCGAGCCCACCGGCGTGTGGGAGCCCATGCGCGAGTCCTGGGGCTCCATCTGG

AGGATGGACACGCGACGCCCGCTGCAGGGACCCTTCTCGCTGCGCGTCACCAACG

AGTCCGGCAAGACGCTCGTCGCCGACCAGGTCATCCCAGCCGACTGGCAGCCAG

ACAACGTCTACAGCTCTATCGTCCAGTTCGACTGA 

 

 



Nucleotide 

>SbrEXPB-22 

GTGGCCGCGATGCAATCCCGCCGGCTGGCCTCATGCATGTCTCCTATATATATAT

AAATACACGAGACATGCTAACCGACGGCAGGCCCATCGATCCACCACACACCAA

GCAGAGCAGCGATCTAGCTAGCGCCCCGCACCGCCGGCACCACAGCGCAGCAGC

TAGTAGCTAGCTAGCCATGGCGGTACGACTGTGGTGGTCGTCGTCCTTGTCCTCCC

GCGCCGTCGCTGCAGCGCTGCTGTGCCTGCTGGTGGCTCACGGCAGCAACTGCGC

CAAGCATTCCGGCGGCAAGAGCCACAAGGGTGGAGGTGGACATGCCCATGCCGC

GCCGACCCCTTCTCCGCCGGCGGCTCCTCCACCAGCCGTCGTCTACCCGACGCCG

CCCACCACTCCTCCGCCTCCGCCGGCAAGCAGCAGCAACGGCAGTGGTGGTGGTG

GTGGGTGGCTGAACGCCCGTGCGACATGGTACGGCGCCCCCAACGGGGCGGGGC

CCGACGACAATGGTGGCGCGTGCGGCTTCAAGGGCGTCAACCTCCCACCTTTCTC

GGCGATGACGTCCTGCGGCAACGAGCCACTCTTCAAGGACGGCAAAGGATGCGG

CTCATGCTACCAGGTACGTACGTCTTATTATTTGCCATTGCCAGTACGCAACAACG

TACGTAGTCATGCAATTAATGCGTGCCAGCTAGCTACTGTACTGTACACATGCAA

TGGCATGACACTCGCTCACTTGCCGTGCTGTGCATGCCATGCAGATCCGTTGCAA

GGCCCACCCTGCTTGCTCCGGCGTGCCGGAGACGGTGATCATCACGGACATGAAC

TACTACCCCGTGGCCCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGAGCCA

TGGCCAAAGACGACCGCAACGACGAGCTGCGCCACGCAGGCATCATCGACATCC

AGTTCAAGAGGGTTCCCTGCCAGTACCCTGGCCTCACCGTCACCTTCCACATCGA

GCGCGGCTCCAACCCAAACTACCTGGCCGTGCTCGTCGAGTACGGCAACGGCGAC

GGCGACGTCGTGCAGGTCGACCTCATGGAGTCCCGCACCGACGACGGCGAGCCC

ACCGGCGTGTGGGAGCCCATGCGCGAGTCCTGGGGCTCCATCTGGAGGATGGAC

ACGCGACGCCCGCTGCAGGGACCCTTCTCGCTGCGCGTCACCAACGAGTCCGGCA

AGACGCTCGTCGCCGACCAGGTCATCCCAGCCGACTGGCAGCCAGACAACGTCTA

CAGCTCTATCGTCCAGTTCGACTGATGACGACGACGACCACGGATTATTCGTCCG

CTGGCCGGCCGGCCGGCCGGCCGGCTAACATCATCCATCCATCCATCATATATAT

CTATACATACTCCAATGCAAGCAATTCAGCTAGCTGCTACGTACGTACCTATATA

TACTCTGATAGCAGATCGATCGACCATGCATCGATCCACACATATACATATATGA

TATATATATATATATATAGATAGACAGGCAGATCGACGACGTCTGTCGTCAATTG

TTTTCTTGTTGTTACTGTGGTGGGTACTGCTAGCTAGCTAGCTGAATGTATACGTC

GATCATAATGCTTCTTTGGCGAGACGTCGCTTGTGCCGTCCGTCGAGTGCATTATA

TATATTATGCATGCCGCGCGTATTGTATGTATGTCCAATTAATCCAATCATCTTCT

GTATGTATGTCGTCGTCCATGCATGCACCTCGTACGTGCACGAGCCTGTACAAAG

TCATTGTTGTTACTAGAATATTGAGTTCAATTCGT 




