IDENTIFICATION

Species: Populus deltoides

Locus: Podel.16G140200

Gene Model: Podel.16G140200.1.p
Description: PAEXPA-23

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE
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Legend:
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DOMAIN ARCHITECTURE

1o 125 150 17 290 25 25

Query seq.
Superfanilies

. Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A, Provisional 31-253 1.14e-128
SEQUENCES

Peptide

>PdEXPA-23

MAIKAMQDFVFVQLYLVLSFLLHGIYGDYGGWQVGHATFYGGSDASGTMGGACGY
GNLYSQGYGTSTAALSTALFNNGLSCGACFQIRCNNDPKWCHSGTITVTATNFCPPN
YALSNDNGGWCNPPLKHFDLAQPAFLQIAQYRAGIVPVLFRRVPCVKKGGIRFTING
HSYFNLVLITNVAGAGDVHAVSIKGSRTGWQTMSRNWGQNWQSNSYLNGQRLSFR
VTTSDGKTVTWYNVVPANWQFGQTFAGGQL*

CDS (coding sequence)
>PdEXPA-23

ATGGCAATTAAAGCAATGCAAGATTTTGTATTTGTTCAGCTGTATCTTGTATTGAG
CTTTCTTCTCCATGGCATTTATGGAGATTATGGTGGATGGCAGGTTGGTCATGCCA
CATTCTACGGCGGTAGCGACGCGTCTGGCACAATGGGGGGTGCTTGTGGATATGG
AAACCTGTATAGCCAAGGGTATGGGACAAGCACTGCAGCTCTAAGCACTGCCCTT
TTCAATAATGGCTTGAGCTGTGGTGCATGCTTCCAGATACGCTGCAACAATGATC
CTAAATGGTGCCATTCCGGTACCATTACTGTGACAGCCACCAACTTTTGCCCTCCT
AATTATGCGTTGTCTAATGACAATGGTGGCTGGTGCAATCCCCCTCTCAAACATTT
TGATTTGGCACAGCCTGCTTTCTTGCAAATTGCACAATATCGAGCTGGAATTGTTC
CTGTACTCTTCAGAAGGGTCCCATGTGTGAAGAAAGGAGGCATAAGGTTCACCAT
TAATGGTCATTCTTACTTCAACTTGGTCTTGATAACCAATGTTGCAGGTGCAGGGG
ATGTTCATGCTGTGTCTATCAAAGGATCTAGGACTGGTTGGCAAACCATGTCAAG
AAATTGGGGCCAAAATTGGCAGAGCAACTCATATCTCAATGGCCAAAGACTCTCC
TTCAGAGTCACAACCAGCGATGGCAAGACAGTTACCTGGTACAATGTTGTGCCTG
CAAATTGGCAATTTGGACAAACTTTTGCAGGAGGGCAACTCTAG

Nucleotide
>PJdEXPA-23

CTAAATGTCCCAGCATCTTTGGCAGGTAGGTCGGTTCTAATTATAGTTCTAACGTG
ATTGCCTCTAACTTGCAGGTTGTAATAATAAACGAAGCCTACTCTCTGGGCTGCT
AATTGGGTCACTAGCTAAATCCCCTCTGGTATAAATAGCCGGCACGATTTCTCCT
ACTAACACTCAAGCCTTTTGCTCTGATCAGGCCAGCTACCCCGATATCTTCTACTA
CTTGGTTCTTAGTAACGACACAAGAACGTAATGGCAATTAAAGCAATGCAAGATT
TTGTATTTGTTCAGCTGTATCTTGTATTGAGCTTTCTTCTCCATGGCATTTATGGAG



ATTATGGTGGATGGCAGGTTGGTCATGCCACATTCTACGGCGGTAGCGACGCGTC
TGGCACAATGGGTAAGCTAAAAACAATCGAGTGTTGTTATCGTGTAATTTCAGTT
GTACGTGTATGACAAGTATAAAGTCTTGAATGCTTTAGGTCTAGTGTTTCTTACAA
GATGTGGCGATGGTTGCAGGGGGTGCTTGTGGATATGGAAACCTGTATAGCCAAG
GGTATGGGACAAGCACTGCAGCTCTAAGCACTGCCCTTTTCAATAATGGCTTGAG
CTGTGGTGCATGCTTCCAGATACGCTGCAACAATGATCCTAAATGGTGCCATTCC
GGTACCATTACTGTGACAGCCACCAACTTTTGCCCTCCTAATTATGCGTTGTCTAA
TGACAATGGTGGCTGGTGCAATCCCCCTCTCAAACATTTTGATTTGGCACAGCCT
GCTTTCTTGCAAATTGCACAATATCGAGCTGGAATTGTTCCTGTACTCTTCAGAAG
GTAATTTCAAAACGTCCTTGGTGACATGGTCATGGTATCAGCCATGACTGTACCTT
AGTCTAGACCACCCAGAAGCTCTACTACTGTAATTACTTAATGCTTGACTAGCTG
GAACAGCATCATTTTAGTTTGTTTGTGTTTTTTTACAGGGTCCCATGTGTGAAGAA
AGGAGGCATAAGGTTCACCATTAATGGTCATTCTTACTTCAACTTGGTCTTGATAA
CCAATGTTGCAGGTGCAGGGGATGTTCATGCTGTGTCTATCAAAGGATCTAGGAC
TGGTTGGCAAACCATGTCAAGAAATTGGGGCCAAAATTGGCAGAGCAACTCATA
TCTCAATGGCCAAAGACTCTCCTTCAGAGTCACAACCAGCGATGGCAAGACAGTT
ACCTGGTACAATGTTGTGCCTGCAAATTGGCAATTTGGACAAACTTTTGCAGGAG
GGCAACTCTAGTAAAGCTAAATTAATGTCCCTGGAGATTTGTTTCAAGTTGAAAA
AAATCTGTAGTTATATATGTGTGTGTGTGTGTGTGGGGCCGGTTATGCTGAGGTA
GCCGCCCAAGGCACCGAGGCTTTCAAGTGCTAGTATGCTTGTTTAGTTC






