IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.003G087000

Gene Model: Potri.003G087000.1.p
Description: PtEXLB-05

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE
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+ Name Accession Description Interval E-value
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 15-254 1.85e-84
SEQUENCES

Peptide

>PtEXLB-05

MAPSLRFLLFLSATLFFMQTLTEAATCSDCFIHSRAAYYPNSDENGTDTGRCGYGSFG
ATLNGGDVAAASDLYRDGVGCGACYQVKCTNSYYCTDNGVTIVITDQGSSDNTDFI
LSRRAFGRMAQTTDAAASLLALGVVDIEYRRVSCSYPYKNITIKIDENSNYPYYLGFV
IWYQQGRSDITAVQLCETQNFVCKLLDRSYGSVWTTTSPPSGPLSLRMLFSDENGDET
WVVPVNNIPNDWKAGETYDTGVQVNL*

CDS (coding sequence)
>PtEXLB-05

ATGGCTCCTTCTCTGCGGTTCCTTTTGTTTCTTTCAGCAACCTTGTTCTTTATGCAG
ACTCTGACAGAGGCTGCAACATGTAGCGACTGTTTCATTCATTCTCGGGCAGCTT
ACTATCCAAATTCTGATGAAAATGGAACAGATACTGGCAGATGTGGATATGGTTC
ATTTGGAGCAACACTGAATGGTGGGGATGTAGCAGCCGCATCTGACCTCTACCGT
GATGGTGTCGGTTGTGGTGCTTGCTATCAGGTAAAGTGCACCAACAGTTACTATT
GCACTGACAACGGAGTGACCATTGTTATAACTGACCAAGGATCAAGTGATAATAC
CGACTTTATTCTCAGCAGACGAGCCTTCGGTCGGATGGCTCAAACCACAGATGCA
GCTGCATCTTTATTAGCCCTCGGAGTAGTTGATATTGAATATAGACGTGTTTCATG
CAGCTATCCATACAAAAATATAACCATCAAAATCGACGAGAACAGCAACTATCCT
TATTATCTGGGTTTTGTCATTTGGTATCAACAAGGAAGAAGCGATATTACTGCTGT
TCAGCTATGCGAGACGCAAAATTTTGTATGCAAGCTCTTGGACAGAAGCTACGGA
TCTGTATGGACAACTACCTCTCCCCCCAGTGGACCCTTGTCACTAAGAATGTTATT
CAGTGATGAAAATGGAGATGAGACATGGGTAGTTCCAGTCAACAACATACCTAA
TGACTGGAAAGCTGGAGAAACATATGATACAGGAGTACAAGTAAACTTATAA

Nucleotide
>PtEXLB-05

ATTACCACCTTATCTTCTTTGCTTTTATTGTCTTTTCTCTTTGTATCCAATAATGGC
TCCTTCTCTGCGGTTCCTTTTGTTTCTTTCAGCAACCTTGTTCTTTATGCAGACTCT
GACAGAGGCTGCAACATGTAGCGACTGTTTCATTCATTCTCGGGCAGCTTACTAT
CCAAATTCTGATGAAAATGGAACAGATAGTAAGAGACCTCTACTAAAATATTAG
AAGAATAAAAACAATTAAATTAACTGTGCACTTATTACCAATTGAGCATGCATTC
TTATGAGTCTCTTTTCATGAATTGCAGCTGGCAGATGTGGATATGGTTCATTTGGA




GCAACACTGAATGGTGGGGATGTAGCAGCCGCATCTGACCTCTACCGTGATGGTG
TCGGTTGTGGTGCTTGCTATCAGGTACCAATTAAAAGCATCATGATTGCAAACCA
GCTTGTAACCCAAAAAAAGAAGAATTGCAAACATACATTTTTTTTTCCTGCTATA
GCATTACATGGCATGATTCTGTTATTGGTTTTCTTTAAGCGTCGAAATACTCACCA
TAATGGTTTACTGAACCAGGTAAAGTGCACCAACAGTTACTATTGCACTGACAAC
GGAGTGACCATTGTTATAACTGACCAAGGATCAAGTGATAATACCGACTTTATTC
TCAGCAGACGAGCCTTCGGTCGGATGGCTCAAACCACAGATGCAGCTGCATCTTT
ATTAGCCCTCGGAGTAGTTGATATTGAATATAGACGGTAAGTTATACATAATAAG
ACTTGAGGCAAGAACCTCTTATTTTTTCATTTACAAGAGACAGGTGAAAGCAAGT
TTAAGAATGACTAAAAAAAAGACTACTTGTAATAGGGTGAGCAAAAAGAAGTAT
ATTCTTGGTTTTAATCATCAGCAGGGCAAGCATTTGAAATAATCTCCCCAAAGAT
GAACTCTTAGAAATAGCAACTTGAGCATAGAAGGGTTATCAAGCATCCTTATTCC
ATCGTTTTCATGATGAAAACTTCCCCTGCTCTTTATTTCATGAAGGTTTGTCATGT
ACAGTGGACTATTGAACTCTTTCTCCATGCAGTGTTTCATGCAGCTATCCATACAA
AAATATAACCATCAAAATCGACGAGAACAGCAACTATCCTTATTATCTGGGTTTT
GTCATTTGGTATCAACAAGGAAGAAGCGATATTACTGCTGTTCAGCTATGCGAGG
TAATATGCACATCTTGTAATAATATCAAATGCACCTTTTATTAAATATGCCTAGTC
AAAGATGACGGAAAAGGGAATATTAGCTGATATAACACAGGAAAAGAAACTGG
ATATAAAGAAAGTAAAATCAGCAACTAGTCTCTAGCTCATTGAATGAAAACAAC
CAAATTTAAATCATCCAAATTTTACATGTTCTTTGAGTCACCGAAACTGTTACTAA
CAAAAGTTCTATTATGTGCAGACGCAAAATTTTGTATGCAAGCTCTTGGACAGAA
GCTACGGATCTGTATGGACAACTACCTCTCCCCCCAGTGGACCCTTGTCACTAAG
AATGTTATTCAGTGATGAAAATGGAGATGAGACATGGGTAGTTCCAGTCAACAAC
ATACCTAATGACTGGAAAGCTGGAGAAACATATGATACAGGAGTACAAGTAAAC
TTATAAAGTCCTGGGAAGCAGATAAATCTATCCAAATAAGCCCGTTGCACTTCGT
TTATTTATTATTTTATCCTTTATTTTTGTACACGGGTATAGGGTCTAAGAAACTCA
CGAAAGTAATCATTTTAATGTTGACTATAAAAATTCCTGGTATACTAATAAAATTT
GATTTCT






