IDENTIFICATION

Species: Prunus persica

Locus: Prupe.2G121800

Gene Model: Prupe.2G121800.1.p
Description: PrpEXPA-05
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_ 1
KEGG: https://www.genome.jp/entry/gn:T03092

EXTERNAL RESOURCES
https://www.rosaceae.org/species/prunus persica/genome v2.0.al



https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_1
https://www.genome.jp/entry/gn:T03092
https://www.rosaceae.org/species/prunus_persica/genome_v2.0.a1

GENE STRUCTURE

PrpEXPA-035

L 1 1 1 1 1 1 1 1 1
obp 100t 20Ky 30Ky 400 S0y G0 Tk $kibp Wby

Legend:
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DOMAIN ARCHITECTURE
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Query seq.
Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+ PLN00050 super family 31535 expansin A; Provisional 37-257 1.94e-95
SEQUENCES

Peptide

>PrpEXPA-05

MAKFQNLFTWAVFEMITLLAQAMGKKITVGANAAHNDWDNAHATFYGDMGGAET
MQGACGYGDLFQQGYGLETTALSTALFNNGLTCGACFEVMCVDDPQWCIPNSGTIKI
TATNFCPPNWDPAPDHWCNPPMKHFDLSMAMFTKLAQAKAGIIPIKYRRVPCSKKG
GVKFELKGNPFWLAVLVYNVGRAGDVTSVRIRGSKTDWLQMSRNWGQIWQIGSNM
VGQSLSFQVTTSDGRTRKFDNVAPGDWQFGQTYEGKNNF*

CDS (coding sequence)
>PrpEXPA-05

ATGGCTAAGTTTCAGAACTTGTTTACATGGGCAGTGTTCATGATCACTCTTTTGGC
TCAAGCCATGGGCAAGAAAATCACCGTTGGTGCAAACGCCGCACACAATGACTG
GGACAATGCACACGCAACGTTTTATGGTGACATGGGTGGAGCAGAAACCATGCA
GGGGGCTTGTGGATATGGTGATCTCTTCCAACAAGGCTATGGCTTGGAGACAACA
GCTCTAAGCACGGCACTATTCAACAATGGGCTTACTTGTGGTGCTTGCTTTGAGGT
CATGTGTGTAGATGATCCACAATGGTGCATACCAAATTCTGGCACAATCAAAATC
ACAGCAACCAATTTCTGCCCACCAAATTGGGATCCAGCTCCTGACCATTGGTGCA
ATCCTCCAATGAAACACTTTGACTTGTCCATGGCTATGTTCACAAAGCTTGCACA
GGCCAAAGCTGGCATAATTCCTATCAAATATAGAAGAGTACCTTGTTCTAAAAAA
GGAGGGGTTAAGTTTGAGCTCAAAGGAAACCCGTTTTGGCTTGCTGTTTTAGTGT
ACAATGTTGGTCGTGCTGGGGATGTGACAAGTGTCAGAATCAGAGGGTCTAAGA
CTGATTGGCTTCAAATGTCACGAAATTGGGGCCAAATTTGGCAGATTGGAAGCAA
CATGGTAGGGCAAAGCTTGTCGTTTCAAGTCACTACAAGTGATGGGAGAACACGT
AAGTTTGATAATGTTGCTCCTGGAGATTGGCAATTTGGCCAAACCTATGAGGGGA
AGAATAATTTTTAA

Nucleotide
>PrpEXPA-05

ATGGCTAAGTTTCAGAACTTGTTTACATGGGCAGTGTTCATGATCACTCTTTTGGC
TCAAGCCATGGGCAAGAAAATCACCGTTGGTGCAAACGCCGCACACAATGACTG
GGACAATGCACACGCAACGTTTTATGGTGACATGGGTGGAGCAGAAACCATGCG
TAAGTGAAGAATATAATTTGTGTATGCATCCGCCGGTTGCATACATAACCTCTCC
CTCACAATGGTACCACACGTAGTGATGAACATAATATGAGAGGAAGGTGTATAT



AATCAAGTATTCGATATGTAAAATGAGATAACTTATTGTGATTGTTAATTGAACA
GAGGGGGCTTGTGGATATGGTGATCTCTTCCAACAAGGCTATGGCTTGGAGACAA
CAGCTCTAAGCACGGCACTATTCAACAATGGGCTTACTTGTGGTGCTTGCTTTGA
GGTCATGTGTGTAGATGATCCACAATGGTGCATACCAAATTCTGGCACAATCAAA
ATCACAGCAACCAATTTCTGCCCACCAAATTGGGATCCAGCTCCTGACCATTGGT
GCAATCCTCCAATGAAACACTTTGACTTGTCCATGGCTATGTTCACAAAGCTTGC
ACAGGCCAAAGCTGGCATAATTCCTATCAAATATAGAAGAGTACCTTGTTCTAAA
AAAGGAGGGGTTAAGTTTGAGCTCAAAGGAAACCCGTTTTGGCTTGCTGTTTTAG
TGTACAATGTTGGTCGTGCTGGGGATGTGACAAGTGTCAGAATCAGAGGGTCTAA
GACTGATTGGCTTCAAATGTCACGAAATTGGGGCCAAATTTGGCAGATTGGAAGC
AACATGGTAGGGCAAAGCTTGTCGTTTCAAGTCACTACAAGTGATGGGAGAACA
CGTAAGTTTGATAATGTTGCTCCTGGAGATTGGCAATTTGGCCAAACCTATGAGG
GGAAGAATAATTTTTAA



