IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol033094

Gene Model: Bol033094
Description: BolEXPA-06
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm
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GENE STRUCTURE
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Superfanilies PLNOOOS0O

Name Accession Description Interval E-value
[+] PLNO0050 super family 31535 expansin A; Provisional 38-253 1.32e-110
SEQUENCES

Peptide

>BolEXPA-06

MGALVISSLLLHVLAYSICVQGFYRRGGHHPGGHGGPWINAHATFYGGGDASGTMG
GACGYGNLYGQGYGIETAALSTALFDNGLSCGACFELKCVNDPKWCIQGRSIVVTAT
NFCPPGGACDPPNHHFDLSQPIYEHIALYKSGIIPVMYRRVRCRRRGGIRFTINGHSYF
NLVLVTNVGGAGDVHSVSMRGSRSRWQLMSRNWGQNWQSNSYLNGQSLSFVVTTS
DRRSVVSYNVAPPSWSFGQTYIGGQFRY*

CDS (coding sequence)
>BolEXPA-06

ATGGGAGCTTTAGTAATCTCGTCCCTCCTGCTACATGTCCTAGCGTATTCCATCTG
CGTTCAAGGCTTCTACCGTCGTGGCGGCCATCATCCGGGCGGCCACGGAGGACCT
TGGATCAACGCTCATGCCACTTTCTATGGCGGCGGTGATGCTTCCGGCACTATGG
GTGGAGCATGTGGGTACGGGAATCTTTATGGCCAAGGTTACGGAATAGAGACGG
CAGCGCTGAGCACGGCGTTATTCGACAATGGACTCAGCTGTGGTGCGTGTTTCGA
GCTGAAGTGTGTCAACGATCCTAAATGGTGCATACAAGGCCGGTCCATTGTAGTC
ACTGCCACTAACTTTTGTCCTCCTGGTGGCGCCTGCGATCCTCCCAACCACCATTT
CGATCTTTCTCAACCAATCTACGAGCATATCGCTCTTTACAAGTCCGGTATCATTC
CGGTTATGTACAGAAGGGTTCGGTGCAGAAGAAGAGGCGGGATAAGGTTCACGA
TCAACGGCCACTCATACTTTAACTTGGTGCTGGTCACAAACGTCGGTGGAGCCGG
GGACGTACACTCGGTGTCGATGAGAGGGTCACGTTCACGATGGCAATTAATGTCA
AGAAACTGGGGGCAAAACTGGCAAAGCAACTCTTATCTCAATGGTCAAAGTCTGT
CGTTTGTTGTGACCACAAGTGATCGCCGAAGTGTTGTATCGTACAATGTTGCTCCT
CCTAGTTGGTCCTTTGGCCAGACCTACATCGGAGGGCAGTTTCGGTATTAA

Nucleotide
>BolEXPA-06

ATGGGAGCTTTAGTAATCTCGTCCCTCCTGCTACATGTCCTAGCGTATTCCATCTG
CGTTCAAGGCTTCTACCGTCGTGGCGGCCATCATCCGGGCGGCCACGGAGGACCT
TGGATCAACGCTCATGCCACTTTCTATGGCGGCGGTGATGCTTCCGGCACTATGG
GTACCTTAATGTTCTATATAGTGTCTCATTTTCGCTTGTACCACTCTATTTAACTGA



CAAAAGGGTAATTTATTCATTTCACTCCTAAGCTTAATCTCATGTTAACAGAGCTA
GTTTTAGTCCCCTTGTTACAAATGCAAACGATTTCAACGAGTAAAATATATTATAC
AGTCAGCGATTGAAGAAATTGACTCTTTGACGTTATAAGCTTATAAAATTATTTTT
CTTATGTTTGAATTTGTTTTCTTTAAACTAATTTTGCTTAACACAAAACATTACAG
TTTTTCATAAGAACTTTTACAAAACATTCCGGACGCAAAGAAAATAAAAACCTTT
AAAAAATTTGTCAGCCTAGTTTTTGGTGGTGGGTTATAACCATTTGTGTAATTAAT
GAACAAAATTAGGTGGAGCATGTGGGTACGGGAATCTTTATGGCCAAGGTTACG
GAATAGAGACGGCAGCGCTGAGCACGGCGTTATTCGACAATGGACTCAGCTGTG
GTGCGTGTTTCGAGCTGAAGTGTGTCAACGATCCTAAATGGTGCATACAAGGCCG
GTCCATTGTAGTCACTGCCACTAACTTTTGTCCTCCTGGTGGCGCCTGCGATCCTC
CCAACCACCATTTCGATCTTTCTCAACCAATCTACGAGCATATCGCTCTTTACAAG
TCCGGTATCATTCCGGTTATGTACAGAAGGTACTAATTTATTCATGAAATTGCATA
GTAAAAAAGTTGCATAATAGTACGATCAGTGTATGAGTAGTTTTTTTCAAAAATA
TAAAACGCATTTAAAAGACAAACACAAGAGACACGTATCAGTGTGATTCATTTGT
TACCACACAACTTAATGGAATTTAGACCTATAAATACGCATTTACTACTTCTGGA
CCAGTTGATAAATGTAGGAGAAATTGGGTAATAAGTTATTAATAGACCTAACTTG
TGGTGCCTCTATAATAATTATTTTTATAGGGTTCGGTGCAGAAGAAGAGGCGGGA
TAAGGTTCACGATCAACGGCCACTCATACTTTAACTTGGTGCTGGTCACAAACGT
CGGTGGAGCCGGGGACGTACACTCGGTGTCGATGAGAGGGTCACGTTCACGATG
GCAATTAATGTCAAGAAACTGGGGGCAAAACTGGCAAAGCAACTCTTATCTCAAT
GGTCAAAGTCTGTCGTTTGTTGTGACCACAAGTGATCGCCGAAGTGTTGTATCGT
ACAATGTTGCTCCTCCTAGTTGGTCCTTTGGCCAGACCTACATCGGAGGGCAGTTT
CGGTATTAA




