IDENTIFICATION

Species: Theobroma cacao

Locus: Thecc.10G036000

Gene Model: Thecc.10G036000.1.p
Description: TCEXPA-18

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Tcacao_v2_1
KEGG: https://www.genome.jp/entry/gn:T02994

EXTERNAL RESOURCES
https://www.cacaogenomedb.org/
https://cocoa-genome-hub.southgreen.fr/node/4
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Query seq,
Superfanilies PLNO0050

+ Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 9-257 1.04e-122
SEQUENCES

Peptide

>TcEXPA-18

MAIGSVVACLVALNLILVAVEARIPGVYSGAEWQTAHATFYGGSDASGTMGGACGY
GNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCANEPQWCHAGSPSIFVTATNFCPP
NYALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKQGGIRFTIN
GFRYFNLVLITNVAGAGDIVKASVKGSKTGWMSLSRNWGQNWQSNAVLVGQSLSF
RVTGSDRRTSTSWNIVPSNWQFGQTFTGKNFRV*

CDS (coding sequence)
>TcEXPA-18

ATGGCAATTGGGAGTGTTGTTGCTTGTTTGGTTGCTTTGAATCTCATTTTGGTAGC
TGTTGAAGCTAGAATTCCTGGTGTTTACTCAGGGGCTGAATGGCAGACTGCCCAT
GCTACTTTCTATGGTGGCAGTGATGCTTCTGGGACAATGGGAGGAGCTTGTGGCT
ATGGGAACTTATACAGCCAAGGCTACGGAGTTAACACGGCAGCTTTGAGCACTGC
CCTTTTCAACAATGGCCTCAGCTGCGGTGCCTGTTTCGAGATCAAATGCGCAAAT
GAACCACAATGGTGCCATGCTGGTAGCCCTTCAATTTTCGTGACTGCAACCAACT
TTTGCCCTCCAAATTATGCTCTTCCTAGTGACAATGGTGGCTGGTGCAACCCTCCT
CGCCCTCACTTTGATCTCGCCATGCCCATGTTCCTTAAGATTGCTGAGTACCGTGC
TGGCATTGTCCCTGTCTCTTATCGCAGGGTGCCATGCCGGAAACAAGGAGGAATC
AGGTTCACAATCAATGGTTTCCGTTACTTCAACTTGGTCCTAATCACCAACGTGGC
AGGCGCTGGTGACATCGTGAAGGCAAGCGTGAAGGGTTCGAAAACAGGGTGGAT
GAGCTTGAGCCGAAACTGGGGCCAGAACTGGCAATCCAACGCCGTTCTGGTCGG
CCAATCTCTCTCTTTCAGGGTCACCGGCAGCGACCGCAGAACCTCTACCTCATGG
AACATTGTCCCTTCCAATTGGCAGTTTGGCCAAACTTTCACAGGCAAAAATTTCA
GGGTCTAA

Nucleotide
>TCcEXPA-18

ACACTCTACCTTCTCTTCACAAACCCTTCAAACCCCACACCTTTAGCTTCTCCCTC
CCTCCACTTTCTCTGTCTGTTTAGGACAGTCAAAAAGAAAAATGGCAATTGGGAG
TGTTGTTGCTTGTTTGGTTGCTTTGAATCTCATTTTGGTAGCTGTTGAAGCTAGAA
TTCCTGGTGTTTACTCAGGGGCTGAATGGCAGACTGCCCATGCTACTTTCTATGGT
GGCAGTGATGCTTCTGGGACAATGGGTACTTCTTCATTCTACTGCATTCAAACTTT



AGAAAATGAAAAAATAAAAAAAAATTCTTTCTTTCACCACCTTGAGTTGTCAATT
TGAAGACTTAACCATGTTCAATCTTTTTGTCCCTATCATTGTTTGTAGACTTCAAA
CTCTGCCTCCCCTGCTGCTTTTCCTGGATATCATAGCTAAAACAGACGTGTGATGG
CCAGTTTTTTTCATTGGAAAAGGCCTTTTAGTCAATGTTAATAAGCACTCGTGAAC
GTTTACTTTCTGGAAATCCAAATGACTTCCAAGAGAATGCTTTTACAACCAATTCT
AATTCTCAAAACCAGGAAGATTTCGACTTTTTATCTGACATTTTCTTTTCCACTTC
GAATAATCTTCAGGAGGAGCTTGTGGCTATGGGAACTTATACAGCCAAGGCTACG
GAGTTAACACGGCAGCTTTGAGCACTGCCCTTTTCAACAATGGCCTCAGCTGCGG
TGCCTGTTTCGAGATCAAATGCGCAAATGAACCACAATGGTGCCATGCTGGTAGC
CCTTCAATTTTCGTGACTGCAACCAACTTTTGCCCTCCAAATTATGCTCTTCCTAG
TGACAATGGTGGCTGGTGCAACCCTCCTCGCCCTCACTTTGATCTCGCCATGCCCA
TGTTCCTTAAGATTGCTGAGTACCGTGCTGGCATTGTCCCTGTCTCTTATCGCAGG
TAAAAAAACAAAACTTCCGTAGTTCCTTCGTCAACCAGTTTAGCATGATTGAGCT
CCTCATTTTAACTTTTCAGGGCAATTTTTATCATTTTTCACTTGATATATTCATAAA
AATTTGACATATTTTCGTGTTAGTTGAGGCAATTTTCCTCTTTAATTCAAGACCAT
CCATTGCTTTTTGGCCCTACATTCTACTCTTCAGAATATGAAACCAGTTTGAGGTT
TAACCCACACTTTTTCCCGCGTAACTCACTATTCCTGAGAAACGAACAGAACCCA
AGAAACCCAATCTTTTACTTTTCTTCAAGCTGATTGAAAAATATTTCCTTCGCCAG
GGTGCCATGCCGGAAACAAGGAGGAATCAGGTTCACAATCAATGGTTTCCGTTAC
TTCAACTTGGTCCTAATCACCAACGTGGCAGGCGCTGGTGACATCGTGAAGGCAA
GCGTGAAGGGTTCGAAAACAGGGTGGATGAGCTTGAGCCGAAACTGGGGCCAGA
ACTGGCAATCCAACGCCGTTCTGGTCGGCCAATCTCTCTCTTTCAGGGTCACCGGC
AGCGACCGCAGAACCTCTACCTCATGGAACATTGTCCCTTCCAATTGGCAGTTTG
GCCAAACTTTCACAGGCAAAAATTTCAGGGTCTAATCTAATCTTAATGAAGGGTT

TCTTTCCTTTTTTGGGGGTTTTAATATCTTTTAGTTTTATTTTCCTGGAAAATGAGG
GAAAGTGTGTGGTGAAGTTGCTTTGACTTTTGAGGCTGGGGGAAGTGGCTTTCAT
TTTATAGTTTTTACTGTTTTTCTATTTTTGGGTAAGAGGGTAAAGGTAAAGAAGTG

AGATGTAATGGGGGCTGAAGTGGCTTGGAAAGAAGTTGTAGCCCGCAGCTTTGAT
ACTCTTTTTTCTAATATATATATATATATAATTTAATGAAAGAAGTGTTTTAT





