
IDENTIFICATION 

Species: Trifolium pratense 

Locus: Tp57577_TGAC_v2_mRNA37356 

Gene Model: Tp57577_TGAC_v2_mRNA37356 

Description: TprEXPA-29 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Tpratense_v2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Tpratense_v2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>TprEXPA-29 

MTKINITTILTFLTLLLSSTXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX

XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXLTIFYFFTGGACGYGNL

YSQGYGVNTAALSTALFNSGLSCGACFELKCANDPTWCHPGSPSILVTATNFCPPNY

AQASDNGGWCNPPRPHFDLAMPMFLKIAQYRAGIVPVSYRRVSCRKQGGIRYTINGF

RYFNLVLITNVAGAGDIVKTSVKGSKSGWMSMSRNWGQNWQSNVVLVGQSLSFRV

TASDRRTSTSLNIVPSNWQFGQTFIGKNFRV* 

CDS (coding sequence) 

>TprEXPA-29 

ATGACTAAGATCAACATCACCACCATTCTCACCTTCTTAACCCTTCTCCTCTCTTC

AACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNTACTTACGATATTTTATTTTTTTACAGGTGGCGCATGCGGAT

ACGGAAATTTATATAGTCAAGGATACGGTGTGAACACGGCGGCGTTGAGCACTG

CACTTTTTAACAGCGGTTTAAGTTGTGGTGCTTGTTTTGAGCTAAAATGTGCTAAT

GACCCAACTTGGTGTCACCCTGGTAGTCCTTCAATATTGGTAACTGCTACAAATTT

TTGTCCACCAAATTATGCACAAGCAAGTGATAATGGAGGATGGTGTAATCCTCCA

AGACCACACTTTGATCTTGCTATGCCTATGTTTCTTAAAATTGCTCAGTATCGTGC

TGGCATTGTTCCCGTTTCTTACCGCCGGGTATCATGTAGAAAGCAAGGAGGAATA

AGATACACAATCAACGGTTTCCGTTACTTCAACTTAGTTTTAATCACCAACGTCGC

GGGTGCAGGTGATATAGTGAAGACTAGTGTCAAAGGTTCAAAAAGTGGTTGGAT

GAGTATGAGTCGTAACTGGGGGCAAAATTGGCAATCAAATGTTGTTTTGGTTGGT

CAGTCACTTTCTTTTAGGGTCACAGCCAGTGATCGACGCACTTCCACTTCTTTGAA

TATTGTTCCCTCTAATTGGCAATTTGGTCAGACTTTCATTGGCAAGAATTTTCGCG

TTTGA 

Nucleotide 

>TprEXPA-29 



TACCGGTTAATATTTTACCCACAAACTTATGTTAATGTCCCATTTTCTCTTTATTCA

CATAAGTGGTCCACACAATTTTCTCTATAAATACCAACACTAAATCCATTTCCCTC

CTCAAAAACACAAACTCTCCCTTTCCCACACTCAAAAACAGAGCAATGACTAAGA

TCAACATCACCACCATTCTCACCTTCTTAACCCTTCTCCTCTCTTCAACCNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNTACTTACGATATTTTATTTTTTTACAGGTGGCGCATGCGGATACGGAAATTTA

TATAGTCAAGGATACGGTGTGAACACGGCGGCGTTGAGCACTGCACTTTTTAACA

GCGGTTTAAGTTGTGGTGCTTGTTTTGAGCTAAAATGTGCTAATGACCCAACTTGG

TGTCACCCTGGTAGTCCTTCAATATTGGTAACTGCTACAAATTTTTGTCCACCAAA

TTATGCACAAGCAAGTGATAATGGAGGATGGTGTAATCCTCCAAGACCACACTTT

GATCTTGCTATGCCTATGTTTCTTAAAATTGCTCAGTATCGTGCTGGCATTGTTCC

CGTTTCTTACCGCCGGTGAGTACTAGCTTCTCTTGATCCACTCCAAAATTCATTTT

TTTTTTAGCAAAGGTCCATTTTGTTTCCACTCCAAAAGTCATTGATAAAAATAAAT

TTAAATTAATCTCTGATATTTCATAATGAGAATAAATTGTCACTAATCAGGAATTA

AGTTATCTTCTGTATAAAAATGTCAAGAAGTAATTTAAATTTTATTTTTGTCGGAA

ACTAAATTGTAAAATTTGTGAAAGATGAAATGAGTCTCCCTTCTTTATTCTTTTCT

TTTCATTGTTTTATTTTATTTTTATAAAATTAGTCTCTTGTTTGAGTATTTATAAAA

TCGGTCATGCTACCAAAGAGTGTTTTCCTGACATTTGTTAAGAATACCAAAAAGA

AAATAAAAATAATAACATTAATGTTGACAAGATAATTTTTTATATTAAATGCATA

AATTTTAAAACATAATTTTTTGTATTAATATTTTTAGAGTTTAATTGATATGCACT

GACGGTGTAAAATAGTTTTACACGATCGGCCAATAAATAACCATCATTTTGTTAT

GTCATGTCAAGAAAGTGGGGTGATGTAGCAGAAAACATGGTTGGTATTGATTGAC

AGTGTAAAACTATTTTACACCGTCGGTACATATCAATTAAATGCATGAGCATTAT

TTAGTGAACTATTTGTTTTTTTTTTCTTAAGATGGAAACTAAAACAATAATGATGC

GTGACTATGTAAAAGCAAAAACCAACCACGACCGTTGATTTTAAGGCAAGGTGG

TAATCATATCCGTGTACATGAACCGTTCATCTAAACCCGGTTCAATTTTTCCGACA

AACCAGCGCCTTTTGCCGCGTAATTACACGACTCACGAAACAAACCAAATCTAAA

ATCAACTTTTCATGTGTTCACTTCTATTTTAAATGCCCTTGTTGTTATATTTTATTA

CGACTTATGCCATCAGTGATAATAATCGAGTACTTTGATGGTGCATGCAGGGTAT

CATGTAGAAAGCAAGGAGGAATAAGATACACAATCAACGGTTTCCGTTACTTCA

ACTTAGTTTTAATCACCAACGTCGCGGGTGCAGGTGATATAGTGAAGACTAGTGT

CAAAGGTTCAAAAAGTGGTTGGATGAGTATGAGTCGTAACTGGGGGCAAAATTG

GCAATCAAATGTTGTTTTGGTTGGTCAGTCACTTTCTTTTAGGGTCACAGCCAGTG

ATCGACGCACTTCCACTTCTTTGAATATTGTTCCCTCTAATTGGCAATTTGGTCAG

ACTTTCATTGGCAAGAATTTTCGCGTTTGAAAATAATCACTTTTGGTAATTTTGAA

TTTCATTGGAATGTGGATACGAGGGAAACAAGTTAGAGGGAAAAAATGAAATGG

AAGAAAAAGTAATGTTATGATGATAGTGACTAGTGAAACTTTTTGATTTTTTATAT

AATTTGTACTTTGTTTGTTATGGTGTGTTTGGTATAATGGGTTTTACTAAGTTTTAG

AGAATTTAGCTTTTTTAGAGAGAAATGGAGGGAAAGATTATGTGAAAATGTAAG

GAGCTGAAGTGGCTTCAAAGTTCAAATTCACTAAGCCCGCAGCTATGCTTATGCT

TCTATATATTTCATATATATTATATGTATGAAGATCAAGTGTGTAAAACTATGTTT

GCTTCCACCTTTAGTGGAGGTCAAATTGATTATATAGAAATTAATTTTGACATATT

TG 




