IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G155700

Gene Model: Sobic.001G155700.5.p
Description: SbEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES
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Query seq.

specific hits Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 2 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 63-186 5.48e-71
[+] Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and Pl from Lolium perenne. 194-273 4.68e-25

MLCCAVGEQRKTDSQSTVVSKSGRVCCCMASTLQLLFSIAITALAFFLHPCASTEFRR
ELYGWSNGIATWYGAADGAGTDGGACGYQNAVDQPPFSSMIAAGCSSIYDSGKGCG
SCYQVVCTGNEACSGNPVTVVITDECPDCPCPDDQVHLDMSGTAFGALAKPGQESQ
LRGAGAIQIQYTRVQCEWPGVDVTFSVESGSNPNYLAVLIEYEDSDSDLYSVDIMQQ
GQGGTTGQWVPMQQSWGAVWKINSGAVLQGPFNIRLTFSSGRVLVAGNAIPAGWN
AGVAYRSGGVAVARARPRSGVCRRYEAAGALHLFVLSVVLLML*

CDS (coding sequence)
>ShEXPB-01

ATGCTTTGTTGTGCTGTTGGTGAGCAGAGAAAGACGGATTCACAGAGCACGGTGG
TCTCCAAGTCTGGCAGGGTGTGTTGTTGTATGGCTTCCACGCTCCAGCTGTTGTTT
TCCATTGCCATCACAGCTTTGGCCTTTTTCCTCCACCCATGTGCATCCACTGAGTT
CCGCCGTGAGCTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGAGCAGCT
GATGGTGCCGGAACTGATGGTGGTGCTTGTGGATACCAGAATGCTGTGGACCAGC
CACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGACTCTGGCAAG
GGCTGTGGCTCTTGCTATCAGGTTGTATGCACCGGCAATGAGGCTTGCTCTGGTA
ACCCGGTGACTGTCGTCATCACCGACGAGTGCCCTGATTGCCCGTGTCCAGATGA
CCAGGTCCACTTGGACATGAGCGGGACAGCGTTTGGCGCCTTGGCCAAGCCCGGG
CAGGAGAGCCAGCTGCGTGGCGCTGGTGCCATCCAAATCCAGTATACCCGGGTGC
AGTGCGAGTGGCCTGGCGTGGACGTGACCTTCTCGGTGGAGTCCGGCTCCAACCC
GAACTACCTGGCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACCTCTACTCC
GTGGACATCATGCAGCAGGGTCAGGGCGGCACGACGGGGCAGTGGGTGCCGATG
CAGCAGTCGTGGGGCGCCGTGTGGAAGATCAACTCCGGCGCCGTCCTCCAGGGCC
CCTTCAACATCCGCCTCACCTTCAGCTCTGGCAGGGTGCTCGTCGCCGGCAACGC
CATACCTGCGGGGTGGAACGCCGGCGTCGCGTACCGGTCAGGCGGCGTGGCTGT
GGCGAGGGCCAGGCCCCGGAGCGGTGTCTGCCGGCGCTACGAGGCTGCCGGAGC
ACTGCACCTTTTCGTGTTGTCAGTGGTATTGTTGATGCTGTGA

Nucleotide

>SbEXPB-01



TCGCTTTCCACGCCATCTCTGAAATTTTCCAACAACAGCAAGCATAAACCCCGGC
GCTTCCTTCTCTCCAATCTCCGGTGCCCGCTCCGCGCCTCCACGCGCCGCGGCAGG
GACCACCGCCTGTATTCCACGGCGCTAGCAGCTAGCTTCCCGACTCCCAGTGCTT
AACCCCAGCCCCAACGTCGACGGCCGGCCGGCCGCCTCGTCGCTGCAAGCACCGC
GTCCCCGGGCGGCTGGAGGCTGGAGCCCGCAGGCTCCCAGGGCCCGCCGCAGGT
GCGTTTAGTGCCGCTCGAGGCTCGCCGTTTTGCTGGATTCGTGCTGCGCTTTGCCG
GCATTGTGCCCTCCGTGGCGTAGAGGGGCGTGCGCGTTGCTGCGGTGGGGGAAG
GGGACGGCCATCGGCTAGGTTGGCCACGGCCCGCGGLCCCGGGLCTGGCGGLGTGL
GGGCATTGCGGTTGCGTGCTGGAGGCTGCTCTTGACCGTTGCTTGCTAATCTATCT
ACAGCCTGTACAGGACTACTGAATTCCACTCTTCTGCCGTTGTATGCTTTGTTGTG
CTGTTGGTGAGCAGAGAAAGACGGATTCACAGAGCACGGTGGTCTCCAAGTCTG
GCAGGTAAGAAACCCTCAGCTGTCGCCTTATTGGTAGCTTTGTTCAGAGTGGTAT
CGAAAATTGACACTTCAGGTTCCACTAACTAATATACTTAGTACAAATGGTCCAG
CTGGTTCTTGTTTTCAGAGGAACAATAGTTCACTTAACATAGCTACTACTACTACT
AGTATACAAGCCTGACCATTATTGGGACAATTTATCTGATATAAAAGATGCTTGT
AGGTGGCAGTTACAGATCCAAAGCTACGCATAGTTGGCTCTCTAATGCCTATGCC
TCTAGTCTTTGTGGAAGTATGGTTAAAGAAGGTTTGGATTGGTTTGAGTTTAGGGT
GAGGGGGGTGAATCCGTGAATGGCAAGTTCTTATGTCAGCTGGTTTGTGACCCAA
ATGTGCTCAAGGTCGCCAAGCCAAATTTTGCTTCTACTAGATTATGTGTTGACCCA
TTTGCACATAATTTCATAATTTGCAACCTGGACTCATTGTGAAGTGAGCGTGCAG
ATTGGATGTTATGGTGGTTGTGTGAGCATGCAAATTGGACGTTCTATTTCCTTTTC
CGTTATGACCTGTTTAAGTTAATTCAACTAGATCTAAAGTTGTAAAGTGATCAAA
AGTACTAATGTCATCTTATTGGCATAGTACTTTGACTTCTTATGTGAATCTTGTAA
TCATGCCTATTTATCAGAGACTTGTGACCAAATCTATGCAGAGGCTATCATGAAT
CATGATACCAAATCTATGCAGAGGTTCAAATTGTTAAGAAATCAGTTGATCATGA
GTAGCTAATCTTTGATAAACCGCAGCCTAGATGTAGCATTTCATTGTGTGAGAAC
AAAGATGAAAATATTCTCAGATTTGTGTTTTTTTATTGACTTTTGATTGCTACCAT
ATCAGAATACTTTTTATGATAATTCAGGTAATGGTAAAATCCATTAGAGTTGATA
CCATATCAGTATCTTTTTTAATGAAAATTCAGGTAAAGATAAAATCAATTGGAGT
TAATATATGCTTGCCCCTAGAGACTCCCACTAAGTAGGGAATTGAAACTAATGGC
CTAAAAAAGGGTTGCATTCATAATCAGGATTTATCAGATCGCTTATGTTTACCAT
ATTCTATATTCACCACTCTGTAGGAGTTCGACTTGGTAACTTTGACCTTGAATTAC
GCCTACCAACTCTAACTTGTGTCTGCAACCACCTAGATTTATTCAGTGTCATCGTA
GATCTTTTGATGAAATAGGTCATAAATCCACCATATCATCTTTGAGAGTGTTAGAT
TTAATAAAAATTAATTCCATTATAATTGGATTACATATTTTAAGGTCTTCCTTGGG
TTAAAAAAGGTACATAAGAGTAAGGTCTAAGTAACAATTCATTTGCCTTCTCATA
ATAACTTTGTTGAACATACTTCATTAGGAGGCAACTCAGAACTCTTCCAAATTTAC
TCCCAGTTGCCAATTGCCTACTGAATCTGTTTGGTAGTGTGTGTCTAATGCCTTCT
ACATTAGAGAAACTGCAGTACTAAATCATGTAACTATAACTCTTGCTCCCCAGAT
GGCCAAAGAGAGCCCCTGCCTGTTCTTATTCTGTCCTACACTACAGTCTTTATGCA
AACTTTCCATCACAACAGTGAAACGCTACTCTCTCTCTCACACCTGCTCTGTGCTA
CTTGTCACAGGGTGTGTTGTTGTATGGCTTCCACGCTCCAGCTGTTGTTTTCCATT
GCCATCACAGCTTTGGCCTTTTTCCTCCACCCATGTGCATCCACTGAGTTCCGCCG
TGAGCTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGAGCAGCTGATGGT
GCCGGAACTGATGGTAAGACATTACGTAAAATTAAAGTCGATGTGTCATAGTCAC
CACTTAATAATTACCATGTATTAGCTCCACCAAACTGGTGCGCCTTGTAAAGTAA
TTCACATGAAACTTTCAACGAAATATGTTGTAGGTGGTGCTTGTGGATACCAGAA




TGCTGTGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCT
ACGACTCTGGCAAGGGCTGTGGCTCTTGCTATCAGGTGTGTATACCTCAGAGATT
CAGACACCATGCTCGTTCAGTCATTCCCGCCTGCCTTTTGACATCTGCAAGATTAA
TTATTCATCAGGTTGTATGCACCGGCAATGAGGCTTGCTCTGGTAACCCGGTGAC
TGTCGTCATCACCGACGAGTGCCCTGATTGCCCGTGTCCAGATGACCAGGTCCAC
TTGGACATGAGCGGGACAGCGTTTGGCGCCTTGGCCAAGCCCGGGCAGGAGAGC
CAGCTGCGTGGCGCTGGTGCCATCCAAATCCAGTATACCCGGTATGTCAAAAGAG
AATTTTTCTACCAATGCTCTGTAATTTCCATGTGCTTTTCAGTTGTATATACAGTA
AAAAAACAAACGCCATATACAATGTGCTAACAATCTACCCTTGTATTGTGCAGGG
TGCAGTGCGAGTGGCCTGGCGTGGACGTGACCTTCTCGGTGGAGTCCGGCTCCAA
CCCGAACTACCTGGCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACCTCTAC
TCCGTGGACATCATGCAGCAGGGTCAGGGCGGCACGACGGGGCAGTGGGTGCCG
ATGCAGCAGTCGTGGGGCGCCGTGTGGAAGATCAACTCCGGCGCCGTCCTCCAGG
GCCCCTTCAACATCCGCCTCACCTTCAGCTCTGGCAGGGTGCTCGTCGCCGGCAA
CGCCATACCTGCGGGGTGGAACGCCGGCGTCGCGTACCGGTCAGGCGGLGTGGC
TGTGGCGAGGGCCAGGCCCCGGAGCGGTGTCTGCCGGCGCTACGAGGCTGCCGG
AGCACTGCACCTTTTCGTGTTGTCAGTGGTATTGTTGATGCTGTGAGCCTGTGAGC
GGAGATGCGATGTAATTTTGGTGGTGGTGTGAGCGTGCAAATTAGGACTACCTGG
ATTGAGTAGTTTTCTTGATGCTGTGGTCAATTCTGCTGGTCAGCAAATCTCCGTCC
ATACAATACTCCGTCTCAAAATAGAATCAATTTCTAAGTCACAAAAAAAA



