IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G289500

Gene Model: Misin02G289500.1.p
Description: McsEXPA-17
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq.
Superfanilies

PLNUII93
List of domain hits d

+ Name Accession Description Interval E-value
[+] PLN00193 super family ci33423 expansin-A; Provisional 5-260 1.25e-91
SEQUENCES

Peptide

>MCcsEXPA-17

MASPSTGTAFLALVTIALLCAATTANARFTAMQWTPAHATFYGDETAAETMGGACG
YGNLYATGYGTDTAALSTTLFKDGHGCGTCYQIRCTGSPWCYSGSPVITVTATNLCP

PNWAQDSNNGGWCNPPRTHFDLSKPAFMKMAQWRAGIVPVMYRRVPCVRRGGLR

FALQGNPYWLLAYVMNVGGAGDVVEMWVKTGAACAWIRMSHNWGAAYQAFAQ

LGGQALSFKVTSYTTRQTIVSTNVAPANWCLGLTYQAGVNFS*

CDS (coding sequence)
>McsEXPA-17

ATGGCTTCTCCCTCCACAGGCACAGCCTTCTTGGCCCTTGTCACCATCGCTTTGCT
ATGTGCGGCCACTACGGCGAACGCGCGGTTCACGGCGATGCAGTGGACTCCGGC
GCACGCCACGTTCTACGGCGACGAGACCGCAGCGGAGACCATGGGCGGGGLETG
CGGGTATGGCAACCTGTACGCGACCGGGTACGGCACGGACACGGCGGCGCTGAG
CACGACGCTGTTCAAGGACGGGCACGGGTGCGGGACGTGCTACCAGATCCGGTG
CACGGGGTCCCCCTGGTGCTACAGCGGCTCGCCGGTGATCACGGTGACGGCCACC
AACCTGTGCCCGCCCAACTGGGCGCAGGACTCCAACAACGGCGGGTGGTGCAAC
CCGCCCCGCACCCACTTCGACCTCTCCAAGCCGGCCTTCATGAAGATGGCGCAGT
GGCGCGCGGGCATCGTGCCCGTCATGTACCGCCGGGTGCCCTGCGTGCGCAGGGG
CGGCCTCCGCTTCGCGCTCCAGGGGAACCCCTACTGGCTGCTGGCCTACGTGATG
AACGTCGGCGGCGCCGGCGACGTCGTCGAGATGTGGGTCAAGACCGGCGCCGCG
TGCGCGTGGATACGGATGAGCCATAACTGGGGCGCCGCGTACCAGGCGTTCGCG
CAGCTCGGCGGCCAGGCGCTCAGCTTCAAGGTCACCTCCTACACCACCCGGCAGA
CCATCGTCTCCACCAACGTCGCGCCGGCCAACTGGTGCCTCGGGCTCACGTACCA
GGCCGGCGTGAACTTCTCCTGA

Nucleotide
>MCcsSEXPA-17

ATGGCTTCTCCCTCCACAGGCACAGCCTTCTTGGCCCTTGTCACCATCGCTTTGCT
ATGTGCGGCCACTACGGCGAACGCGCGGTTCACGGCGATGCAGTGGACTCCGGC
GCACGCCACGTTCTACGGCGACGAGACCGCAGCGGAGACCATGGGTACGTTGCT
CACATCGCGGCCGGCATTGCACTGCCACGCTCGTTTCCTCTTGCCATTTTGTCATT
TCTCTTACGGGCGGGGGGACGTTTTCCCACAGGCGGGGCGTGCGGGTATGGCAAC



CTGTACGCGACCGGGTACGGCACGGACACGGCGGCGCTGAGCACGACGCTGTTC
AAGGACGGGCACGGGTGCGGGACGTGCTACCAGATCCGGTGCACGGGGTCCCCC
TGGTGCTACAGCGGCTCGCCGGTGATCACGGTGACGGCCACCAACCTGTGCCCGC
CCAACTGGGCGCAGGACTCCAACAACGGCGGGTGGTGCAACCCGCLCLCCGCACCC
ACTTCGACCTCTCCAAGCCGGCCTTCATGAAGATGGCGCAGTGGCGCGCGGGCAT
CGTGCCCGTCATGTACCGCCGGGTGCCCTGCGTGCGCAGGGGCGGCCTCCGLTTC
GCGCTCCAGGGGAACCCCTACTGGCTGCTGGCCTACGTGATGAACGTCGGCGGCLG
CCGGCGACGTCGTCGAGATGTGGGTCAAGACCGGCGCCGCGTGCGCGTGGATAC
GGATGAGCCATAACTGGGGCGCCGCGTACCAGGCGTTCGCGCAGCTCGGLCGGLC
AGGCGCTCAGCTTCAAGGTCACCTCCTACACCACCCGGCAGACCATCGTCTCCAC
CAACGTCGCGCCGGCCAACTGGTGCCTCGGGCTCACGTACCAGGCCGGCGTGAAC
TTCTCCTGAGAGCGAGGCCAACAGATCACGCCGTTTTGCGACTGAAGCTGTAGGG
GCTGTCAACGCTCTGCTCTGTTTCTGCTCTGCTTTCGTAGTTTCAGCCCTTGTTTAG
TTCGCGAATTTTGGATTTTGGGGCTAGCACCTTCGTTTTTATTTGGTAAATAGTGT
CCAAATATTGACTAATTAGGCTTAAAACGTTCGTCTCGCAATTTCCCACCAAACT
GTGCAATTAGTTTTTCTTTTCGTCTACATTTAATGCTCCATGCACGGGCCGCAAAC
ATTCGATGTGACAGGTACTGTAGCAACTTTTTGGATTTTGGGGTCCAACTAAACA
AGGGCTCATTTCAAAAATCGTAGGAGTTAGGACTTGCTTCCGTAGTTTCATTTCAC
TCGAAGTCGAAGAGCGAGCACGTCTTGT






