
IDENTIFICATION 

Species:  Zostera marina 

Locus: Zosma155g00030 

Gene Model: Zosma155g00030.1 

Description: ZmrEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ZmrEXPA-11 

MAIAASSVAFFLLLSIYSVNAADWQSAHATFYGGGDATGTMGGACGYGNLYSQGY

GTDTAALSTVLFDSGLSCGSCYEMQCRGEQKWCLPGTITVTATNFCPPNPSKPNDNG

GWCNVPRQHFDLAEPAFLKIARYRAGIVPVAYRRVSCVKKGGIRFTINGHSYFNLVLI

TNVAGAGDVRAVSIKGSKSGNWQSMSRNWGQNWQSNAYLNGQTLSFRVTTSDGKT

VESNNAVSSDWEFGKTYEGAQFN* 

CDS (coding sequence) 

>ZmrEXPA-11 

ATGGCAATTGCTGCATCCTCCGTTGCATTCTTCCTTCTCCTTTCCATCTACAGCGTC

AATGCCGCCGACTGGCAGTCCGCCCACGCCACTTTCTACGGCGGAGGCGATGCTA

CCGGGACTATGGGTGGAGCTTGTGGGTATGGGAATTTGTACAGTCAAGGCTACGG

AACAGACACGGCGGCTCTGAGCACGGTTTTGTTCGATAGTGGTCTGAGTTGTGGA

TCGTGCTACGAGATGCAATGCCGAGGTGAACAGAAATGGTGCTTGCCAGGTACA

ATCACAGTCACCGCCACAAACTTCTGCCCACCAAACCCGTCCAAACCTAACGATA

ACGGCGGTTGGTGCAACGTTCCAAGACAACATTTCGACCTCGCCGAACCCGCCTT

CCTCAAGATCGCCCGTTACCGTGCCGGCATCGTACCCGTCGCCTACCGAAGGGTC

TCGTGTGTGAAGAAGGGAGGAATAAGGTTCACGATCAATGGACACTCTTACTTCA

ACCTGGTCCTGATCACCAACGTGGCCGGCGCAGGTGACGTGCGAGCCGTTTCGAT

CAAGGGTTCGAAGAGTGGGAATTGGCAATCCATGTCAAGAAACTGGGGACAGAA

CTGGCAGAGCAACGCATACCTCAACGGACAGACTCTGTCCTTCAGGGTCACTACC

AGCGACGGCAAGACTGTGGAGAGCAACAACGCGGTTTCATCCGATTGGGAGTTC

GGTAAAACCTATGAAGGCGCACAGTTCAATTAG 

Nucleotide 

>ZmrEXPA-11 

ATGGCAATTGCTGCATCCTCCGTTGCATTCTTCCTTCTCCTTTCCATCTACAGCGTC

AATGCCGCCGACTGGCAGTCCGCCCACGCCACTTTCTACGGCGGAGGCGATGCTA

CCGGGACTATGGGTATGTGTTCGATCGTCGTCGTTTTTTTTTTGGGAAATAACGAT

GGGATGAATTTATTCTAACTAGTATTTCATTGATTGATGGATTGTTTGATCAGGTG

GAGCTTGTGGGTATGGGAATTTGTACAGTCAAGGCTACGGAACAGACACGGCGG

CTCTGAGCACGGTTTTGTTCGATAGTGGTCTGAGTTGTGGATCGTGCTACGAGAT



GCAATGCCGAGGTGAACAGAAATGGTGCTTGCCAGGTACAATCACAGTCACCGC

CACAAACTTCTGCCCACCAAACCCGTCCAAACCTAACGATAACGGCGGTTGGTGC

AACGTTCCAAGACAACATTTCGACCTCGCCGAACCCGCCTTCCTCAAGATCGCCC

GTTACCGTGCCGGCATCGTACCCGTCGCCTACCGAAGGTAAAAATAAAATAAAA

ATCCTAAATTTCTAATTCCAAATTCCAAATTCCTAAATGATCGTTGATGAATAATG

ATTACGTACTACAGGGTCTCGTGTGTGAAGAAGGGAGGAATAAGGTTCACGATC

AATGGACACTCTTACTTCAACCTGGTCCTGATCACCAACGTGGCCGGCGCAGGTG

ACGTGCGAGCCGTTTCGATCAAGGGTTCGAAGAGTGGGAATTGGCAATCCATGTC

AAGAAACTGGGGACAGAACTGGCAGAGCAACGCATACCTCAACGGACAGACTCT

GTCCTTCAGGGTCACTACCAGCGACGGCAAGACTGTGGAGAGCAACAACGCGGT

TTCATCCGATTGGGAGTTCGGTAAAACCTATGAAGGCGCACAGTTCAATTAGGAT

TTAGGGGAGAGATCGGTCGGCACCATCGATCCACCCATAACCTAATTGGTTAATT

TACCTATATACACCCATATGTACCTTAAATACCTATATCTATTTTGAGAAAGCTGT

GGTTGCTATAGTATTCAATCGGCACCCGCTAGATGAATTGGAGCAAGTTTAGCCG

TTTAGGCTCATCATGTAGATTAGATGTGATCGGCCGAACTCACGTGAAATTTCGA

TGAGGTCAGTGTCGGTCCATATATACATGATTTACTATTTGTAGTCTAGTGTCGTG

TTCTGTACTTTTAAGTTGTCAAGATTAAATGTTATTTGTAATTAATTCAAAGATGG

TTTAGAGTTCCGACCGATTTCTTTTGTTTCTTTGTAATTAAGATTGGAACATTGTA

CTTCCTCAACTCCTCTTGTGATCTATTAATAAATGAACAAGTGACAGTTTA 




