IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10007205

Gene Model: Lus10007205
Description: LUSEXPA-32
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-32

| 1 1 1 1 1 L 1 1 *
Obp 3bp 300hp S0 T 10006p 13006p 140060 16006p

Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq.
Superfanilies PLNI0133

+ Name Accession Description Interval E-value
[+ PLN00193 super family ci33423 expansin-A; Provisional 36-267 1.07e-120
SEQUENCES

Peptide

>LusEXPA-32

MVSTRAFKITSSNTAILPLVPLLLLTIWITGSFQTASAAWLRAHATFYGGSDAFDTMG
GACGYGNLYTDGYGVKTAALSTALFNDGKSCGGCYQIVCDGTKVPQWCRRGTSITI
TATNLCPPNYNLPNDNGGWCNPPRPHFDMSQPAFLAIAQYKAGIVPVLYRRVRCRRS
GGMRFTMNGRDYFELVMISNVGGVGEISRVWIKGSRTNKWESMSRNWGSNWQSLT
FFRGQSLSFRIQSGNGGIRTALNIVPSNWRFGQSFKSRLQF*

CDS (coding sequence)
>LuseEXPA-32

ATGGTGTCTACTAGGGCTTTCAAGATCACGAGCAGCAATACAGCAATATTGCCTC
TAGTACCATTGCTGCTGCTGACCATTTGGATAACTGGTAGCTTCCAAACAGCCTC
AGCAGCTTGGCTCCGAGCCCATGCAACCTTCTACGGTGGAAGCGACGCTTTCGAC
ACTATGGGAGGAGCTTGCGGGTATGGAAATCTATACACGGACGGGTACGGAGTG
AAGACAGCAGCGCTAAGCACGGCGCTATTCAACGATGGCAAGTCATGCGGCGGC
TGCTACCAGATTGTTTGTGACGGCACCAAGGTGCCACAATGGTGCAGAAGGGGA
ACTTCCATCACAATCACGGCTACAAACTTGTGCCCACCAAACTACAATCTTCCCA
ACGACAATGGAGGATGGTGCAATCCTCCCCGCCCGCATTTCGACATGTCCCAACC
CGCATTTCTCGCCATTGCTCAGTATAAGGCCGGCATCGTCCCCGTTCTCTACCGTA
GGGTGAGGTGCAGGAGAAGTGGAGGGATGAGGTTTACAATGAACGGGAGGGATT
ATTTCGAGTTGGTGATGATATCGAACGTGGGAGGAGTCGGAGAGATATCGAGGG
TTTGGATCAAAGGCTCGAGAACAAATAAGTGGGAGTCGATGTCGAGGAATTGGG
GTTCCAACTGGCAGAGTCTAACTTTCTTCAGAGGGCAGTCTTTATCTTTCAGAATT
CAATCTGGAAACGGTGGGATCCGTACTGCTCTCAATATTGTCCCTTCCAATTGGC
GCTTTGGACAGTCTTTCAAATCCAGACTTCAATTTTAA

Nucleotide
>LusEXPA-32

ATGGTGTCTACTAGGGCTTTCAAGATCACGAGCAGCAATACAGCAATATTGCCTC
TAGTACCATTGCTGCTGCTGACCATTTGGATAACTGGTAGCTTCCAAACAGCCTC
AGCAGCTTGGCTCCGAGCCCATGCAACCTTCTACGGTGGAAGCGACGCTTTCGAC
ACTATGGGTATGTACACATCTATATTAATTTTTCATGTTATATGCCTAATTTTATA
CCACATCGTTAAATATGAGATTGGTGTATGAGCTTACAACCAGTGGCAGAGATAA



TAGCTACAAATAGGGTGCCTAGACTCTACTTGGAGTACAACTTATTTAAATATCA
CATGCATAATTTTACGATTATGTCGCTAAATAGGTTGTAGCGCCTGACTTTTGTGT
CCTAGAGATACTGGGTTCGAAAACTAAAATGCGCACTCATATTGAGATTTATGGA
ATGATATCACCGATCTCACCTGAGCTTCCAACTTCACTAAATGTGAAACCCTTAC
AATAATTTCAATATTTGAACATAGAATACCACTTGGATTAAGTAAAATCTCATGT
CAGCCGATTATTTAACAATCAACTAACTAATAAATGTATTGTGCAACCCTTTTCGA
ATATTAAAACTAATAATCATGTATTAAAAATATGGGATTTTTAATATGTTATGTTT
TGTTTACTATTTTATTTTATTTTATTATAGATTCCACTTGATCAAAATTCTAGTTGC
ACTACTGTTTAAACTTTATGGGCACCTTTTCATCACAAAACTAATTTTTGGAATGA
GCTCTATTTAAGGAATGTAACGTTTTATAACTACGTATTCAACATTGGACACTTTT
TGGTTCTCCTAATATATAGTTACCAGTCGACTAACGAGGTAGGTACCTTTCGACTT
TTCGGGTTTCAGGAGGAGCTTGCGGGTATGGAAATCTATACACGGACGGGTACGG
AGTGAAGACAGCAGCGCTAAGCACGGCGCTATTCAACGATGGCAAGTCATGCGG
CGGCTGCTACCAGATTGTTTGTGACGGCACCAAGGTGCCACAATGGTGCAGAAGG
GGAACTTCCATCACAATCACGGCTACAAACTTGTGCCCACCAAACTACAATCTTC
CCAACGACAATGGAGGATGGTGCAATCCTCCCCGCCCGCATTTCGACATGTCCCA
ACCCGCATTTCTCGCCATTGCTCAGTATAAGGCCGGCATCGTCCCCGTTCTCTACC
GTAGGTACGTTACGTATGTAGTTTCCGTTACATCATGACCAAAGTAGATAACTAC
ATAGTATTTTTTTTACAAAATGGTCACTCTTTTTCTTTATTTGTTTGTTTAAGGGTG
AGGTGCAGGAGAAGTGGAGGGATGAGGTTTACAATGAACGGGAGGGATTATTTC
GAGTTGGTGATGATATCGAACGTGGGAGGAGTCGGAGAGATATCGAGGGTTTGG
ATCAAAGGCTCGAGAACAAATAAGTGGGAGTCGATGTCGAGGAATTGGGGTTCC
AACTGGCAGAGTCTAACTTTCTTCAGAGGGCAGTCTTTATCTTTCAGAATTCAATC
TGGAAACGGTGGGATCCGTACTGCTCTCAATATTGTCCCTTCCAATTGGCGCTTTG
GACAGTCTTTCAAATCCAGACTTCAATTTTAA






