IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy4G196700

Gene Model: Brasy4G196700.1.p
Description: BsyEXPB-17
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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Legend:
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DOMAIN ARCHITECTURE

Specific hits R Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits ol
Name Accession Description Interval  E-value

[+ DPBB_EXPB_N N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 63-187 1.70e-75
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Pill from Lolium perenne 105-273 8.8%e-28

SEQUENCES
Peptide
>BsyEXPB-17

MAKTCTSLALLGALVVVSLLVGPASCSRKLSKPLSHKPAIKAPHNNHSSTITGPSDAY
GSGGWLYGGATYYGAPNGDGSDGGACGYQSAVGNRPFSSMIAAGNPNLFKGGKGC
GACYEVKCTGNQACSGQPATVVITDECPGGAACLGEAAHFDMSGTSMGAMAKPGM
ADKLRASGILKIQYKRVPCKYSGVNIAFRVDQGSNPFYLEVLIEFEDDDGDLNAVDL
MEASSGTWTPMVQNWGALWRLNSNTGKPLRGPFSLRLTSDSNRKLVVNNVIPATW
KAGQTYRSLVNYP*

CDS (coding sequence)
>BsyEXPB-17

ATGGCGAAAACTTGCACCTCATTAGCACTGCTTGGCGCACTGGTGGTGGTTTCAC
TTCTCGTGGGCCCCGCTTCTTGCTCCCGCAAGCTCTCCAAGCCGCTCAGCCACAAG
CCTGCAATCAAGGCGCCCCACAACAACCATAGTAGTACCATTACTGGCCCGTCGG
ACGCCTACGGCTCCGGCGGCTGGTTATACGGCGGCGCAACGTATTACGGCGCCCC
CAACGGCGACGGAAGCGACGGTGGCGCGTGCGGCTACCAAAGCGCTGTCGGGAA
CCGGCCATTCTCGTCGATGATCGCCGCCGGGAACCCGAATCTTTTCAAGGGAGGC
AAGGGCTGCGGCGCGTGCTACGAGGTTAAATGTACAGGCAACCAGGCGTGCTCC
GGCCAGCCGGCGACCGTCGTCATCACCGACGAATGCCCCGGLCGGGGLGGLLTGL
CTCGGCGAGGCGGCCCACTTCGACATGAGCGGGACCTCCATGGGGGCCATGGCC
AAGCCTGGCATGGCCGACAAGCTGCGTGCCAGTGGCATCCTCAAGATTCAGTACA
AGAGGGTGCCATGCAAGTACAGCGGCGTGAACATCGCCTTCAGGGTGGACCAGG
GGTCGAACCCGTTCTACCTGGAGGTCCTGATCGAGTTCGAGGACGACGACGGCGA
CCTCAACGCCGTGGACCTCATGGAAGCCAGCAGCGGCACCTGGACGCCGATGGT
GCAGAACTGGGGCGCGCTGTGGCGCCTCAACTCCAACACCGGCAAGCCGCTGCG
CGGGCCCTTCTCGCTCCGCCTCACCTCCGACTCCAACAGGAAGCTCGTCGTCAAC
AACGTCATCCCCGCCACCTGGAAGGCCGGGCAGACGTACCGCTCCTTGGTCAACT
ACCCCTAA



Nucleotide
>BsyEXPB-17

CACACTTGAGCTAAGCATATCCAATCCATATTCCATATATCCTCTTCCAAGCTACC
AGTACTACTCCTATATAGCTCGAGCTAGAAGAAGCAACGAGCAGCAATGGCGAA
AACTTGCACCTCATTAGCACTGCTTGGCGCACTGGTGGTGGTTTCACTTCTCGTGG
GCCCCGCTTCTTGCTCCCGCAAGCTCTCCAAGCCGCTCAGCCACAAGCCTGCAAT
CAAGGCGCCCCACAACAACCATAGTAGTACCATTACTGGCCCGTCGGACGCCTAC
GGCTCCGGCGGCTGGTTATACGGCGGCGCAACGTATTACGGCGCCCCCAACGGCG
ACGGAAGCGACGGTTAGTGCTTTTTGCATATAAACTACACATTCCACATTGCAAT
GCACGGCGTTGTTGGAAGATTAATTTATGACGGATCGAAGTAAATGGGTGGAATT
AACATGCATGCAGGTGGCGCGTGCGGCTACCAAAGCGCTGTCGGGAACCGGCCA
TTCTCGTCGATGATCGCCGCCGGGAACCCGAATCTTTTCAAGGGAGGCAAGGGCT
GCGGCGCGTGCTACGAGGTTAGCATAGCACTCAGTTTGTGTGTTCTACAGTGTCA
CAGCGCGGGCTGCATGCCTTCGTGTAGCTCCATTGATGGTCCGTAGCAAAAATTA
ATGTGCTCATGTACTGGCGCGTACACTACATACACAGGTTAAATGTACAGGCAAC
CAGGCGTGCTCCGGCCAGCCGGCGACCGTCGTCATCACCGACGAATGCCCCGGLCG
GGGCGGCCTGCCTCGGCGAGGCGGCCCACTTCGACATGAGCGGGACCTCCATGG
GGGCCATGGCCAAGCCTGGCATGGCCGACAAGCTGCGTGCCAGTGGCATCCTCA
AGATTCAGTACAAGAGGTACCGCTACACTTCAGCCCACATTATCCGCTGGAGCAG
CATAAATTCATTAACGGAAGCTGTATAATTAATCGATTAATTAATTTAATCTTACA
GGGTGCCATGCAAGTACAGCGGCGTGAACATCGCCTTCAGGGTGGACCAGGGGT
CGAACCCGTTCTACCTGGAGGTCCTGATCGAGTTCGAGGACGACGACGGCGACCT
CAACGCCGTGGACCTCATGGAAGCCAGCAGCGGCACCTGGACGCCGATGGTGCA
GAACTGGGGCGCGCTGTGGCGCCTCAACTCCAACACCGGCAAGCCGLCTGLGLGG
GCCCTTCTCGCTCCGCCTCACCTCCGACTCCAACAGGAAGCTCGTCGTCAACAAC
GTCATCCCCGCCACCTGGAAGGCCGGGCAGACGTACCGCTCCTTGGTCAACTACC
CCTAAATTATTTACAGCTTCATCGTTTTCTTTTTCCTTTTTCACTGCACCGGGCTTG
GCTAGAAGCAAGAAGGTGCAGAGTGCGGTAATTTTATTGCGAGCCGTATGTTAAT
TTGTCATGTCGCGAGGAGTATGCGTCCGGGAGTTTCGAGAGGCGGTGTCAGAAGA
GGAGGAGCAGCTTAAAAAGATTGTGCTCTTCCCTCCATGGTCTCCGCATTCCCCT
AGTGATGCGTGCCGTTGATCTATGTGTAATTTGCTTTTTGTTCTTCCTCTGTTTTGT
TGGGGGAGGAAAAGCTTTTTTTAGTTGCAGCGCAACTGCTGTTGCATCCCGATGT
ATCAAGTTTTTTTTTTCGGAGAGAGCACCCGATGTATCAAGTTGTGTGTGTTTTTG
CAACGCAATCCTTGAGTGAAAATGAATCTTTACGATCAGA






