IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10014406

Gene Model: Lus10014406
Description: LUSEXPA-12
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-12

| 1 1 1 1
Obp 5006 1000bp 150060 ETT

Legend:

Exon — Intron

DOMAIN ARCHITECTURE

........

Query seq.

Superfanilies PLN00OS0O

+ Name Accession Description Interval  E-value
[+] PLN00050 super family cl31535 expansin A; Provisional 62-285 4.02e-91
SEQUENCES

Peptide

>LusEXPA-12

MKLATICTTLLLLLIHLPDFCSVKAQEDDSVSHALGRFSEPQSHNLRRGRRPRLPPFRS
GPWQRAHATFYEGNTRTYGGACDYTDVVGEGYGMNTAALSNALFRDGKSCGACFQ
IQCIDDPQWCKPGQQSLFVTATDLCPPNPFQPSDNGGWCNPPRQHFDIAMPVENHLA
EYKAGIIPVKYRRVPCRKSGGIRYTMMGNQWFYEVVVSNVGGSGDIVAVQVKVDN
KLRWISLDHDWGATWKTGFPLQGKSLSFRVRGSDGRY STSPHVVPSNWQFGQTFEG
KNFKLKNGRRKKDFGQV*

CDS (coding sequence)
>LusEXPA-12

ATGAAACTAGCGACCATCTGTACGACGTTGTTGCTGTTGCTAATAATACTGCCAG
ATTTCTGCAGTGTTAAAGCACAAGAAGATGATTCAGTGAGTCATGCCTTGGGGCG
GTTCTCCGAACCACAGAGCCACAACCTTAGGCGAGGCCGACGGCCCAGACTGCCT
CCTTTCCGGTCCGGTCCGTGGCAGAGAGCTCACGCCACATTCTATGAAGGCAACA
CCAGAACTTATGGCGGCGCGTGCGACTACACGGACGTGGTGGGGGAAGGGTACG
GGATGAACACGGCGGCGCTGAGCAACGCTCTCTTCCGAGACGGTAAGAGCTGCG
GTGCTTGTTTCCAGATACAGTGCATCGACGACCCACAGTGGTGTAAGCCAGGTCA
GCAGTCTCTGTTCGTCACGGCCACTGATCTCTGCCCTCCCAACCCATTCCAGCCCA
GCGACAACGGCGGCTGGTGTAACCCTCCCCGCCAGCATTTCGACATCGCCATGCC
CGTCTTCAACCATCTTGCCGAGTACAAGGCCGGAATTATACCCGTCAAGTATCGC
AGGGTTCCGTGCAGAAAGAGTGGTGGGATCCGGTACACAATGATGGGCAACCAG
TGGTTCTACGAGGTCGTAGTTTCGAACGTTGGAGGCTCCGGAGACATCGTGGCCG
TTCAAGTGAAGGTCGACAACAAACTCCGGTGGATATCGTTGGATCACGATTGGGG
CGCCACTTGGAAAACGGGGTTTCCATTGCAAGGCAAGTCGTTGAGCTTCAGGGTT
CGAGGTAGCGACGGAAGGTACTCGACTTCTCCACACGTCGTCCCGAGTAATTGGC
AGTTCGGTCAGACTTTCGAAGGGAAGAACTTCAAATTGAAGAATGGAAGAAGAA
AGAAGGATTTTGGCCAAGTTTAA

Nucleotide
>LusEXPA-12

ATGAAACTAGCGACCATCTGTACGACGTTGTTGCTGTTGCTAATAATACTGCCAG
ATTTCTGCAGTGTTAAAGCACAAGAAGATGATTCAGTGAGTCATGCCTTGGGGCG



GTTCTCCGAACCACAGAGCCACAACCTTAGGCGAGGCCGACGGCCCAGACTGCCT
CCTTTCCGGTCCGGTCCGTGGCAGAGAGCTCACGCCACATTCTATGAAGGCAACA
CCAGAACTTATGGTATTACAATTTCAATTTAAACGGATTAGCTCGAGTATATGTCT
CCTTAGTAAACTCAAATATATGCGTCCTTGTTTCATTTCTCCACGGTCTTTTTAGTG
CAATCACTCTGTCCATATGAGAAATTTGTGAGATGACTCGCGTTCGAGAGTCAAC
TCGAATACTAACTCGAATATATTCCTCGTTAGTGAACTCAATAATACAACGTGTA
TTTTATCTGGAGTACTATATACAATTAGTCATATGTAATTTGTAATTGTTCTACTC
AAAATGCAAGTGGCTATATTATTTAGATTTAACTATTTTATTTGAGAAAAATAAA
AACCTGTAAAATTTAGAATAGTTTGTTTTTCCCGACTCCTTGATGTTTTTAGCATA
CAAATTTCAAATTCAACTTAAAATAAACTCATCGAAAACTTTTAATGAGGGTTGA
AGTTCGAGTGGCTCATCAAGGATAGTTGACGAATCAGGTTCAAACTCAATCCGAG
CTAAAATTCTCGAGTTCGAGCTCAGCTAAAAGATAACGAGCCAAATTTGAGTAAA
GTTCGGCTCGGCTTGGTCTGAACAACCTACGATAACTAATGCGTCCTTGGTTCAAT
CAAATTATTAACTAACTAGGCCGGGATGATATTGGTACCTGCGACGGTGACTCAT
TATTCACGAACTTGATTTGACAGGCGGCGCGTGCGACTACACGGACGTGGTGGGG
GAAGGGTACGGGATGAACACGGCGGCGCTGAGCAACGCTCTCTTCCGAGACGGT
AAGAGCTGCGGTGCTTGTTTCCAGATACAGTGCATCGACGACCCACAGTGGTGTA
AGCCAGGTCAGCAGTCTCTGTTCGTCACGGCCACTGATCTCTGCCCTCCCAACCC
ATTCCAGCCCAGCGACAACGGCGGCTGGTGTAACCCTCCCCGCCAGCATTTCGAC
ATCGCCATGCCCGTCTTCAACCATCTTGCCGAGTACAAGGCCGGAATTATACCCG
TCAAGTATCGCAGGTAAGCTCAAAATCTGTTACGAAATATCATATGAATGTTGAA
GTATCCAAACCAAATTCGAATCGATCAACTTGATTTCCTGTAATTTGACAATGCTT
TATTAGTGTTTTATAAAGCATAAAATGATAAAAGATTGTGACCTTTTTCATTATTA
ATTTATAATTAGAATTATTCACATGATGTTGTAAAAAAATTTAGAAAATAAATAG
AGATAAATGAAATTTTTTATTATAGAAAATACAAAATAATTTAAAATATGTNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGTTGTCTTCTTTTTATAAAT
AATTTTACTTTTTATAAAAAAACGTAATTAGCATGAAAATGTGAGACAATTTAAA
GCATACCAATTGAAAAATAAAAAATATCACAAAACCCATAAAGAATAATATATG
AACTGAAAATAAAATTATAATAAACTCAAAATGAAACCACAATAAACTCAAAAT
AAAACTTTAATAAACTTAAAATAATCAAACATTATTCATTCTCATTTTATAGATAA
AAAGTTCTGACGGTTATGATTACAACTAAAAAATCGGCCACATAAGTACGGTATA
TACTTTGCAATTCGAAAATCTATGTTGGACAGTTATTACTTGAACGAAAACTGCA
ATATATAGATAAATAACGAATAGAATACCAACTATCAAAACTCGAACCGTAGTCC
AGCCCCACTTCATTAAATCTCGTCTTTGTTTTAACTTTTTCTAAGTTGGAAATTGG
GACTGTAGGGTTCCGTGCAGAAAGAGTGGTGGGATCCGGTACACAATGATGGGC
AACCAGTGGTTCTACGAGGTCGTAGTTTCGAACGTTGGAGGCTCCGGAGACATCG
TGGCCGTTCAAGTGAAGGTCGACAACAAACTCCGGTGGATATCGTTGGATCACGA
TTGGGGCGCCACTTGGAAAACGGGGTTTCCATTGCAAGGCAAGTCGTTGAGCTTC
AGGGTTCGAGGTAGCGACGGAAGGTACTCGACTTCTCCACACGTCGTCCCGAGTA
ATTGGCAGTTCGGTCAGACTTTCGAAGGGAAGAACTTCAAATTGAAGAATGGAA
GAAGAAAGAAGGATTTTGGCCAAGTTTAA






