
IDENTIFICATION 

Species: Mimulus guttatus 

Locus: Migut.J00459 

Gene Model: Migut.J00459.1.p 

Description: MgEXPA-16 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MgEXPA-16 

CQFICIPMAAILQGMLASSLMILVLVGPTSAHSHGPDFKVGPWKDAHATFYGGADGS

GTMGGACGYDDLVKEGYGFNTTALSSALFNDGKACGSCYEIRCAKGNKWCKPGAS

SSIFVTATNFCPPGGTGCCNSPNEHFDLSQPAYLQIAEYKAGIVPVQYRRVPCKKRGG

VKLTITGNPYFNLVTVTNVGGAGDVTNVEVSGGKDLPWTKLSRNWGQKWETNAKL

VGHDLTFKVTTSDGKTVILQKVVPQNWQFSQTYEGQNFM* 

CDS (coding sequence) 

>MgEXPA-16 

TGTCAATTCATTTGCATACCAATGGCTGCTATATTGCAAGGCATGTTGGCATCATC

ATTGATGATCCTTGTGCTTGTGGGGCCTACTAGTGCACATTCCCACGGGCCGGAC

TTCAAAGTCGGCCCGTGGAAAGACGCTCATGCTACCTTTTATGGCGGAGCCGATG

GCTCGGGAACAATGGGAGGAGCATGTGGATACGATGACCTCGTGAAAGAAGGCT

ATGGGTTCAACACGACAGCATTGAGCAGCGCATTGTTCAACGACGGAAAAGCGT

GTGGCTCTTGCTATGAGATAAGATGTGCCAAAGGGAACAAATGGTGCAAACCAG

GGGCATCATCGTCCATTTTTGTCACTGCTACCAACTTCTGCCCTCCAGGTGGGACC

GGCTGCTGCAACTCGCCCAACGAGCATTTCGATTTGTCCCAACCCGCGTATCTTCA

GATTGCTGAATACAAGGCCGGCATTGTTCCTGTTCAATATCGCAGGGTTCCGTGC

AAGAAAAGGGGCGGAGTGAAATTGACCATAACGGGGAATCCTTATTTCAATTTG

GTGACAGTAACGAACGTGGGTGGTGCCGGAGATGTGACAAATGTGGAGGTGAGT

GGCGGTAAAGACTTGCCTTGGACAAAGTTGAGCCGTAATTGGGGCCAGAAATGG

GAGACGAATGCTAAACTCGTCGGACACGATCTGACATTCAAAGTCACCACAAGT

GATGGCAAAACAGTAATTTTGCAGAAAGTTGTCCCTCAGAACTGGCAATTTAGCC

AGACTTATGAAGGCCAAAACTTCATGTGA 

Nucleotide 

>MgEXPA-16 

TGTCAATTCATTTGCATACCAATGGCTGCTATATTGCAAGGCATGTTGGCATCATC

ATTGATGATCCTTGTGCTTGTGGGGCCTACTAGTGCACATTCCCACGGGCCGGAC

TTCAAAGTCGGCCCGTGGAAAGACGCTCATGCTACCTTTTATGGCGGAGCCGATG

GCTCGGGAACAATGGGTGCAACTCGCAATTTAATATATCTCTACTTATATTTTTTT

TTTCTATGAATTCTTGAATAATGTTTGTATTAAAAAAAAATGTATATAGGAGGAG

CATGTGGATACGATGACCTCGTGAAAGAAGGCTATGGGTTCAACACGACAGCATT

GAGCAGCGCATTGTTCAACGACGGAAAAGCGTGTGGCTCTTGCTATGAGATAAG



ATGTGCCAAAGGGAACAAATGGTGCAAACCAGGGGCATCATCGTCCATTTTTGTC

ACTGCTACCAACTTCTGCCCTCCAGGTGGGACCGGCTGCTGCAACTCGCCCAACG

AGCATTTCGATTTGTCCCAACCCGCGTATCTTCAGATTGCTGAATACAAGGCCGG

CATTGTTCCTGTTCAATATCGCAGGTACTTACTATTTTCATTTTTCTTTTTTCCCTA

TATTATGATTGGAGTTTATTACATTTCGAACCCCATGTGTTATGTCAAATTGTTAG

AGTAAACAAAGGGGTACTAAACGCAATATATTAAAGGAGCTTTATTTATCGAATT

GTTTGGTTTATAGGGTTCCGTGCAAGAAAAGGGGCGGAGTGAAATTGACCATAAC

GGGGAATCCTTATTTCAATTTGGTGACAGTAACGAACGTGGGTGGTGCCGGAGAT

GTGACAAATGTGGAGGTGAGTGGCGGTAAAGACTTGCCTTGGACAAAGTTGAGC

CGTAATTGGGGCCAGAAATGGGAGACGAATGCTAAACTCGTCGGACACGATCTG

ACATTCAAAGTCACCACAAGTGATGGCAAAACAGTAATTTTGCAGAAAGTTGTCC

CTCAGAACTGGCAATTTAGCCAGACTTATGAAGGCCAAAACTTCATGTGA 




