
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0368s0016 

Gene Model: Kalax.0368s0016.1.p 

Description: KlEXPA-38 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-38 

MGKGQLHVRPVNGEFVFFVFHLRILSSFLIQLPPRGPHHLFEGDGMLQAVRVSDTEA

AALARIVVDRVRRLAGLYNPVNGTGRANTSLAYLGYRLFALEESDAPYAVQVMPSR

PSAAVISTGMTAHPKLDPDTDELFAVRYFRVDPISKKLPDDPVTSLDRLSLFHDFAITK

RHRLGVSTIQRIKGGGLPIAADLSKVPRLGILPRYANDESQIVWLEAPGFNMLHAVNA

WDDDDEDREGGITGVAKLDLDEENGVVSGIRMYGQGCYGGEPFFLARDPDNAEAEE

DDGCLATYNQDETTGESRFLVMDAKSSDLDIVAAVKLPQRVPAPKMVATLHHSLSPP

PRRRHHHLLVITLTTSFSLLAAHESFSTSSPSAPASASSDWRSARATYYAAADPNEAV

GGACGYGDLSRAGYGLATAGLSQALFERGQICGACFQIKCVEDMRWCIPGTSIIVTAT

NFCAPNYGFTSEGGGHCNPPNSHFVLPIEAFEKIAIWKAGNMPVQYRRIKCRKEGGV

RFSVDGFGVFISVLVTNVAGAGDITAMKIKGSRTGWLPMGRNWGQNWHINADLKSQ

PLSFELTSSDGHTLTSYNVASRSWNFGQTFEGKQFES* 

CDS (coding sequence) 

>KlEXPA-38 

ATGGGGAAGGGGCAGTTACATGTCAGACCCGTAAATGGCGAGTTTGTTTTCTTCG

TCTTTCACCTGAGAATTCTGTCTTCTTTCCTCATCCAGCTCCCTCCCCGCGGACCTC

ATCACCTTTTCGAAGGCGATGGGATGCTTCAGGCAGTCCGCGTATCCGACACAGA

AGCAGCGGCCCTTGCGCGCATTGTAGTAGACCGAGTCAGAAGATTAGCCGGCCTG

TACAATCCTGTCAACGGCACAGGCCGCGCAAATACCAGCCTGGCTTACTTGGGCT

ACCGTCTGTTTGCTCTGGAAGAGTCCGATGCCCCGTACGCTGTTCAAGTTATGCCA

TCAAGACCGTCGGCCGCTGTGATTTCCACGGGGATGACTGCGCATCCAAAGCTTG

ATCCTGATACCGATGAGCTCTTTGCAGTCCGCTATTTCCGAGTTGATCCCATCAGC

AAGAAGCTTCCGGACGACCCGGTTACCTCCCTGGATCGACTCTCCCTTTTTCATGA

CTTTGCCATAACAAAGCGACACAGATTAGGCGTCAGCACTATACAGAGAATAAA

GGGAGGAGGGCTGCCGATAGCGGCCGACCTCAGTAAAGTTCCGAGACTCGGAAT

CCTCCCAAGATACGCCAATGACGAGTCACAAATTGTGTGGCTCGAAGCTCCTGGA

TTCAACATGTTACATGCGGTAAATGCGTGGGACGATGACGACGAAGATAGGGAA

GGCGGGATAACCGGTGTGGCGAAGCTCGACCTAGATGAGGAAAACGGCGTTGTT

TCGGGAATCCGGATGTATGGCCAAGGATGCTACGGCGGAGAGCCGTTCTTTTTGG

CTAGAGACCCGGACAATGCGGAAGCTGAGGAAGACGACGGATGTCTTGCTACTT

ACAACCAGGACGAGACGACTGGAGAGTCACGGTTTCTCGTCATGGATGCCAAGT



CCTCCGACCTTGACATCGTTGCTGCTGTGAAGCTTCCACAGCGCGTGCCAGCTCC

AAAAATGGTAGCAACGCTTCATCACTCACTCTCACCGCCACCACGCCGCCGCCAC

CACCATCTTCTTGTCATCACGCTGACCACTTCATTTTCCTTACTCGCCGCCCATGA

GTCTTTCTCCACCTCCTCTCCCTCCGCCCCCGCCTCCGCCTCCTCCGACTGGCGGT

CGGCGCGCGCGACGTACTACGCGGCCGCGGATCCGAACGAGGCGGTGGGGGGAG

CGTGCGGGTACGGCGATCTGAGCAGGGCCGGGTACGGGCTGGCCACGGCGGGGC

TGAGCCAGGCGCTGTTCGAGCGGGGGCAGATCTGCGGCGCCTGCTTCCAGATCAA

ATGCGTGGAGGACATGCGGTGGTGTATTCCTGGAACGTCGATCATCGTCACGGCC

ACGAATTTCTGCGCGCCGAACTACGGGTTTACCAGCGAAGGCGGTGGACATTGTA

ATCCGCCGAATAGTCACTTCGTGCTTCCGATTGAGGCGTTTGAGAAGATAGCGAT

CTGGAAGGCTGGGAATATGCCTGTTCAGTACAGGAGGATAAAGTGCAGGAAGGA

AGGAGGCGTCCGATTCTCAGTCGATGGCTTCGGCGTCTTCATCTCAGTCCTGGTA

ACCAACGTAGCTGGTGCTGGCGACATAACAGCCATGAAAATAAAGGGTTCTAGA

ACTGGATGGCTTCCAATGGGCAGAAATTGGGGCCAGAACTGGCACATCAACGCC

GATCTGAAGAGCCAGCCTCTCTCATTTGAGCTCACCAGCAGCGACGGCCATACTC

TAACATCCTACAATGTCGCTTCCCGTAGCTGGAACTTCGGACAAACCTTTGAAGG

CAAACAATTTGAATCTTGA 

Nucleotide 

>KlEXPA-38 

ATGGGGAAGGTAGAATTTACTGGAGCCCAAGTGGGACCAAAGTGACCAGACAAT

GAAAACAGGCCAATCTGGCAAGTTTCATATCAATGAATGATCCTGAAGTTCTTCA

GGTTCTTACTCGAAAAGTTCCATGGCCAACCAACCGATGCTTCAGGCGCAGTTCC

TTCCATATACAGGTAATGAAGTATCTGTTTGTAATGGAAAAGTAGGCTTGAATAT

ATGCCTGATTGTTGAGTTGTCGGACTCTAAGATGCAAGTATCAGAAAATCGGAGA

AAACATGAGATGTGGTTCTTCGCTTATGTTGTCAGGGGCAGTTACATGTCAGACC

CGTAAATGGCGAGTTTGTTTTCTTCGTCTTTCACCTGAGAATTCTGTCTTCTTTCCT

CATCCAGGTAATGAAATTTCTGATTTATGATGCAGCCTCGAGCTGAAGCTGAGAT

GAACGCATGCTGGCTATCGGTTTGGTCATAGCATGGATGCCATGAAAACGCCGAC

CAGCTATTTTCAGACAGTAGGACTTCTGACCCAGAACTGTCGCAGCACTGTGTCA

ACTGGGAGAAGCAAAAGAGTTCAAGCCCTTAGTGTCAAGGGTCGAAATGGCGGG

TCTGTTAAGGTCGCATTGGCGGCGAGGTTTAGCTCCTTGGATGATTTGATTCACAA

GCACTTGGATCTTCAGCTGAGACCAGCTATAGACCCAAAGCGCGTCCTAGCAGGC

AACTTTGCTCAGTGGACGAAACTCCTCCCACAGAATGCGAAGTGCTGGAAGGAG

CCCTCCTTCCGTTTCTGAATGGTGTTTGCATCCGCAGCGGGCCGAACCCGTAGCTC

CCTCCCCGCGGACCTCATCACCTTTTCGAAGGCGATGGGATGCTTCAGGCAGTCC

GCGTATCCGACACAGAAGTACACGGTGGAGCGTGATGTGGGTGTTCAGTCGCCTT

CAAATTTTATTCCGCCTTCTGCTGCCACAGGCAGCGGCCCTTGCGCGCATTGTAGT

AGACCGAGTCAGAAGATTAGCCGGCCTGTACAATCCTGTCAACGGCACAGGCCG

CGCAAATACCAGCCTGGCTTACTTGGGCTACCGTCTGTTTGCTCTGGAAGAGTCC

GATGCCCCGTACGCTGTTCAAGTTATGCCATCAAGACCGTCGGCCGCTGTGATTT

CCACGGCAAGTTACAGGGGATGACTGCGCATCCAAAGCTTGATCCTGATACCGAT

GAGCTCTTTGCAGTCCGGTACAGCCCGTCCCGCCCGTTCCTCAGCTATTTCCGAGT

TGATCCCATCAGCAAGAAGCTTCCGGACGACCCGGTTACCTCCCTGGATCGACTC

TCCCTTTTTCATGACTTTGCCATAACAAAGCGGTATGCTATATTCTTCGAGACACA

GATTAGGCGTCAGCACTATACAGAGAATAAAGGGAGGAGGGCTGCCGATAGCGG



CCGACCTCAGTAAAGTTCCGAGACTCGGAATCCTCCCAAGATACGCCAATGACGA

GTCACAAATTGTGTGGCTCGAAGCTCCTGGATTCAACATGTTACATGCGGTAAAT

GCGTGGGACGATGACGACGAAGATAGGGAAGGTAACATTTCGCCCATATAGCAC

TTCCCGGACCGAACATATTTGCTGCACTTGTCGATGGAAAAGGTTCGGATAAGTC

TCCGGCCCGGGACAGTGTCGAGACACCTGGTCTCATCGATGAGCTTGGATCTTGC

TGTGATAAATCGGTCTTATGCCGGAAAGAAGAATCGGTATGTGTTTGGCTCGGTT

CTTCAGGCGGGATAACCGGTGTGGCGAAGCTCGACCTAGATGAGGAAAACGGCG

TTGTTTCGGGAATCCGGATGTATGGCCAAGGATGCTACGGCGGAGAGCCGTTCTT

TTTGGCTAGAGACCCGGACAATGCGGAAGCTGAGGAAGACGACGGATGTCTTGC

TACTTACAACCAGGACGAGACGACTGGAGAGTCACGGTTTCTCGTCATGGATGCC

AAGTCCTCCGACCTTGACATCGTTGCTGCTGTGAAGCTTCCACAGCGCGTGCCGT

ACGGCTTTCACTCCATTTTTGTCCGGGATGAAGACCTCGACGAGTCTTTCATGTCC

GAATAGCCTACCTACGTAGCAATCGTAAGTAGTAACATGACATGTTCGAGCGTTT

CTTGGACCGAGTCACGAGACGTGACACTTAGGTATCATACTGGACTCTCACGATT

GGGCCAGCCCTTCAAATGTCGGCCTAACAGCGGCCCAGCAACCGGTTTGGTAAAG

AAACCTCAAAAGCAGAGCAAAAGCACGACCCCAACGGATCTTTTCCTTCCTCCAC

CTTCTTCTTCCTCCTACCCTTTTTTTATGTTTACTTTCTTTTTATTTATGTTCTCAGA

GCTCCAAAAATGGTAGCAACGCTTCATCACTCACTCTCACCGCCACCACGCCGCC

GCCACCACCATCTTCTTGTCATCACGCTGACCACTTCATTTTCCTTACTCGCCGCC

CATGAGTCTTTCTCCACCTCCTCTCCCTCCGCCCCCGCCTCCGCCTCCTCCGACTG

GCGGTCGGCGCGCGCGACGTACTACGCGGCCGCGGATCCGAACGAGGCGGTGGG

GGGAGCGTGCGGGTACGGCGATCTGAGCAGGGCCGGGTACGGGCTGGCCACGGC

GGGGCTGAGCCAGGCGCTGTTCGAGCGGGGGCAGATCTGCGGCGCCTGCTTCCA

GATCAAATGCGTGGAGGACATGCGGTGGTGTATTCCTGGAACGTCGATCATCGTC

ACGGCCACGAATTTCTGCGCGCCGAACTACGGGTTTACCAGCGAAGGCGGTGGA

CATTGTAATCCGCCGAATAGTCACTTCGTGCTTCCGATTGAGGCGTTTGAGAAGA

TAGCGATCTGGAAGGCTGGGAATATGCCTGTTCAGTACAGGAGGTAACTGCTATT

GCTGCTGCTGCTGCTTTTGAAATTGATTATTATTAGCTCTAGGGTTTGATTATATG

CCTGTTTTTTTCACTGGCATTGAATGCATGCCTTGAGCTATTTAGGTAGTTAGGTT

AAGTGAGTAGATAGTAGAAGCTTGGATCTCTAAAGTACATGGCGCCACATTGGCT

GCTGACTGGTCTGAGACTAGTGAAGTGTGCTGGGTTGAGGCTTGGTTGATGCGGT

GAGGTTTTCCAAGTAGGAGATGTGCGAGGCATATTTTATGAAAATGGTTTGTTAA

TGCTTAGTTTATTTGCTTTTAATGTAGCACATTTATGCTGCTAGTTCATCGGAATT

GTTAGGTTACCCTATTTCGACGCACACCGCTCATTCAAACATTATTAGGATCACTC

TTGAAAGTCCAAACTATGTAGAGGCGACTTAGATTGTGTTTGGTTTAAGGAAAAT

TTGAGGGAAAATGAGATAGAATCCTTTGTTTGGTTTGAGGACCTAAATGAAAAAG

TAGATGGGGAGGAAAATTTGTTTAAATTAAGGAATGTTTTAGTATTTTCTCCAAA

ATTTTCCACCCCTAACCAAACAAGGGGAAAATAAAATAGATTCTACGGGGAATTC

ATTTTCCTCAAATGTTCCTTGCCTTCAAACTTTCCCCAAACCAAACACACCCTTAA

AATTTCAGATTTACCAGAAATGTACGTATATGGTTGTGGCATTTAGATCTGAGTA

AATGTGATGTATTGAAGGAGGTTGTGGATATTGACCGTGAGCTTTGGCATGGGTT

GCATTTCTTGTCTCTCTGTTTTTTTTCAAGTCATGGAACTTTCCAATTCTGTGCAGC

AACCATATTGTATTTATATTGTTTAGAGCATGAGGATTTGTTGCTAGATTCAGAAG

CATATGTGCGGTTGAATGCAATGTGTTTCCTGACACAAAACTCTATAGGCATAGC

CTCCTCTGTTAAATGAAATATGAATTACTCAACTATCTTGGCTTCCGCTAATACCA

CGAAACATATTGAAGCTGTATATTTGTTTCTGTAGTGTTGATAAAATCACGATTCA

CGACTTACCTAAGATTTTGTGTCTGTGATCTTACGAATTGGTGATATAAACACTTA



AGTTGGGGAATCAATCGGATTTCAGCAGGCCTTTTCGTGGCCGAACAAGTGGGAA

TGGGATTGTTTTGTCCCTCATCTTCTTATGTGCTGTCACTTATATATCTCATTGTTG

CAGTTGAGTTTTAGTATTGTTTTACGAGTCTACTCGAAATTTATATGGGGCATTTT

CACATTATTAGCTTCTGCTTAGACCATGAGTTATCGCCGCTTGGTCAATATATCAC

TCATCTCAAATTTGATATATCACATGTCTTCCTCCAGGATAAAGTGCAGGAAGGA

AGGAGGCGTCCGATTCTCAGTCGATGGCTTCGGCGTCTTCATCTCAGTCCTGGTA

ACCAACGTAGCTGGTGCTGGCGACATAACAGCCATGAAAATAAAGGGTTCTAGA

ACTGGATGGCTTCCAATGGGCAGAAATTGGGGCCAGAACTGGCACATCAACGCC

GATCTGAAGAGCCAGCCTCTCTCATTTGAGCTCACCAGCAGCGACGGCCATACTC

TAACATCCTACAATGTCGCTTCCCGTAGCTGGAACTTCGGACAAACCTTTGAAGG

CAAACAATTTGAATCTTGA 




