IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin07G481800

Gene Model: Misin07G481800.1.p
Description: McsEXPA-39
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq.
Superfanilies PLN0OOOS0O

-+ Name Accession Description Interval E-value
[+] PLND0050 super family 31535 expansin A; Provisional 58-287 1.03e-126
SEQUENCES

Peptide

>McsEXPA-39

MAPRQDVLAAVVLAALFPLALSRGLGLGHGHVRPHAHGLGLGHHHAQPQPHGHAP
LGGGAWSSAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNNGLSC
GACFEVRCDAAGGGSHSCLSGSVVVTATNFCPPNNALPSDDGGWCNPPRAHFDMSQ
PVFQRIALYRAGIVPVSYRRVACNKKGGIRFTINGHSYFNLVLVTNVGGAGDVHAVA
VKAERSAGWQALSRNWGQONWQSNTLLNGQALSFRVTTSDGRSVVSNNAAPRGWAF
GQTFSGAQFN*

CDS (coding sequence)
>McsEXPA-39

ATGGCGCCTCGCCAAGACGTCCTCGCGGCCGTGGTCCTCGCCGCGCTGTTCCCGC
TCGCCCTCTCTCGCGGGCTGGGCCTGGGCCACGGGCATGTGCGGCCGCACGCGCA
CGGGCTGGGGCTTGGCCACCACCACGCCCAGCCGCAGCCGCACGGGCACGCACC
TCTCGGAGGTGGCGCGTGGTCCTCGGCTCACGCCACCTTCTACGGCGGCGGCGAC
GCGTCCGGCACCATGGGCGGCGCGTGTGGATACGGCAACCTCTACAGCCAGGGG
TACGGCACCAACACGGCGGCGCTGAGCACGGCGCTCTTCAACAACGGCCTCAGCT
GCGGCGCCTGCTTCGAGGTGCGCTGCGACGCGGLCGGGLCGGLCGGGAGCCACTCGT
GCCTGTCCGGCTCCGTCGTGGTGACGGCCACCAACTTCTGCCCGCCCAACAACGC
GCTCCCCTCCGACGACGGCGGCTGGTGCAACCCGCCGCGAGCCCACTTCGACATG
TCGCAGCCCGTGTTCCAGCGCATCGCGCTCTACAGGGCCGGCATTGTCCCCGTTTC
CTACCGCAGGGTTGCGTGCAACAAGAAGGGCGGCATCCGGTTCACCATCAACGG
CCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGGCGGCGCCGGCGATGTG
CACGCGGTCGCCGTGAAGGCCGAGCGCTCCGCGGGGTGGCAGGCGLCTGTCGCGC
AACTGGGGCCAGAACTGGCAGAGCAACACGCTCCTCAACGGGCAGGCGCTCTCA
TTCCGCGTCACCACCAGCGACGGCCGCTCCGTGGTCTCCAACAACGLCLCGLCCeecC
GCGGCTGGGCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACTGA

Nucleotide
>MCcsEXPA-39

CGTCCCGCCCACGCCCTGCGCGCCCCGGCACCAGGCGCACTGCGCGLCGGLGGTCT
GAAACCCTTCCGCCGCCTCCCCCTCTATTTATCCACCGCACAGCCCACCCCACACC
ACCACACTTCACTTCACTTCACTCCCTAGCCACTCGCCCACTCCTGCGCCGCGCCG



CACCGCCGTCCCCCAACCCGCCCCAACCCAATGGCGCCTCGCCAAGACGTCCTCG
CGGCCGTGGTCCTCGCCGCGCTGTTCCCGCTCGCCCTCTCTCGCGGGCTGGGCCTG
GGCCACGGGCATGTGCGGCCGCACGCGCACGGGCTGGGGCTTGGCCACCACCAC
GCCCAGCCGCAGCCGCACGGGCACGCACCTCTCGGAGGTGGCGCGTGGTCCTCG
GCTCACGCCACCTTCTACGGCGGCGGCGACGCGTCCGGCACCATGGGTACGTGAG
CGAACCCCATTCTCGAACATTTCGCAGTACTAGTCAGTAGATTGCAGTCCCGTGC
TGAGATTCTTGGTACATCTGAACGTGCGTGCGTCCATGCAGGCGGCGCGTGTGGA
TACGGCAACCTCTACAGCCAGGGGTACGGCACCAACACGGCGGCGCTGAGCACG
GCGCTCTTCAACAACGGCCTCAGCTGCGGCGCCTGCTTCGAGGTGCGCTGCGACG
CGGCGGGCGGCGGGAGCCACTCGTGCCTGTCCGGCTCCGTCGTGGTGACGGCCAC
CAACTTCTGCCCGCCCAACAACGCGCTCCCCTCCGACGACGGCGGCTGGTGCAAC
CCGCCGCGAGCCCACTTCGACATGTCGCAGCCCGTGTTCCAGCGCATCGCGCTCT
ACAGGGCCGGCATTGTCCCCGTTTCCTACCGCAGGTCCGTGGCGAAATTCAACAA
TTTTTCCTTGTTTCCAATTTCGATTTTTTTTCATTTTCTTTGAACAAAACAAGGAAT
TCGAGCAGATCTGGCTGAGTCGCGCTTGTTTGTTTCCTATCCTACGTGCTGCACTG
CAGGGTTGCGTGCAACAAGAAGGGCGGCATCCGGTTCACCATCAACGGCCACTC
CTACTTCAACCTGGTGCTGGTGACCAACGTGGGCGGCGCCGGCGATGTGCACGCG
GTCGCCGTGAAGGCCGAGCGCTCCGCGGGGTGGCAGGCGCTGTCGCGCAACTGG
GGCCAGAACTGGCAGAGCAACACGCTCCTCAACGGGCAGGCGCTCTCATTCCGC
GTCACCACCAGCGACGGCCGCTCCGTGGTCTCCAACAACGLCLCGLLCeeeaeaaeT
GGGCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACTGAACACCACCCCCAGC
CGTTCCCGCAGCGTCGGCGTCTCGTCGACGCAGTGGCAGCAGTACTAGTAGTTCG
TTGGTCGTGGTAGAGTCGTCCTCCCCAATTGGAGCTTGCCGAGGGGCGCCATGGT
TTTATGAGCGGTGCATCTCGCCTTGGCTCTTGGGAATTACCAGTAGTTAGGCCTAG
AATTAGCGCGTGTTTTATCGTGCTGGTGTCAGCCTGGTGTGTGTTATTGTGTTCCT
AGGTTGTTTCGGCTTGGGAATTGGAAGTGGTGGTAAGGCTGGCTTGGAGATTAAC
GGAAGCAGGCCGCCTTGTATCACCCGCCAATTATGCGTTTTGGGCCTCATGTTGA
TGGCCTCTCGAGATGAGATGTTTTGTAGTCTGGGTTATCCAAGTGTGGTTGTTATG
AACCTTATCAAGTTACTATTATCCTTTTGAACGGGGTGTGCTTTAAGTTTAAGC






