IDENTIFICATION

Species: Oropetium thomaeum

Locus: Oropetium_20150105_13302A

Gene Model: Oropetium_20150105_13302A
Description: OthEXLA-01

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1 0
KEGG:-

EXTERNAL RESOURCES
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List of domain hits e

+ Name Accession Description Interval E-value
[+ PLN03023 super family 3362 Expansin-like B1; Provisional 47-235 9.30e-48

SEQUENCES
Peptide
>OthEXLA-01

MAAFLAVTVALLVSATFCCSGASAACERCARQGKAAYSPSLSPPLPHGGGVCGSNLL
FRGSVPETQVRCRDAKLCSSGGVRVVLTDFHGSNQTDFLLGGPAFAGLAKPGMAHQ
LNRLEALPVEYRRIPCDYKDKNLSILVEERSKRPSNLVVKFLYQGGQTDILAVDVAQV
GSSDWRFMTRVFGPVWSTDRAPAGPLQFRAVVTGGYDGKWVWAEQEVLPADWRP
GKVYDTGVRIADVAREGCRGCAKLDWK*

CDS (coding sequence)
>0OthEXLA-01

ATGGCGGCGTTCCTCGCCGTCACCGTCGCGCTCCTCGTCTCCGCGACCTTCTGCTG
CAGCGGCGCGTCCGCCGCCTGCGAGAGGTGCGCGCGGCAGGGGAAGGCAGCGTA
CTCGCCCTCCCTGTCCCCCCCGCTTCCCCACGGCGGCGGAGTCTGCGGTAGTAACT
TACTTTTCCGTGGATCCGTTCCGGAAACACAGGTGCGATGCAGAGATGCAAAGCT
GTGCAGCAGCGGAGGAGTGCGGGTCGTGCTCACCGACTTCCACGGGAGCAACCA
GACGGACTTTCTGCTCGGCGGGCCCGCCTTCGCAGGCCTGGCCAAGCCCGGAATG
GCTCACCAGTTGAACAGGCTAGAAGCTCTCCCCGTGGAGTACAGAAGGATTCCAT
GCGACTACAAGGACAAGAACCTGTCGATACTGGTGGAAGAACGGAGCAAACGGC
CAAGCAATCTGGTCGTAAAGTTCCTCTACCAGGGCGGCCAAACCGATATCTTGGC
AGTGGACGTCGCTCAGGTGGGGTCGTCAGACTGGAGGTTCATGACCCGGGTCTTC
GGGCCCGTATGGAGCACCGACCGGGCACCCGCAGGCCCGCTGCAGTTCCGGGLC
GTGGTCACCGGCGGATACGACGGCAAGTGGGTCTGGGCCGAGCAGGAGGTGCTG
CCGGCCGACTGGCGGCCCGGCAAAGTCTACGACACCGGCGTCCGGATCGCAGAC
GTGGCAAGGGAGGGGTGCCGAGGCTGCGCCAAGCTGGACTGGAAGTGA

Nucleotide
>0OthEXLA-01

CTAACTCTAAGCATAAGCTGCATCGCCATGTTCATGTGCTAGCCCAAATAGCAAG
TCCTCTCTCTATCTTCCTCCTCCGATTCCTAGCAACACTCGTTCTCCATGGCGGCGT
TCCTCGCCGTCACCGTCGCGCTCCTCGTCTCCGCGACCTTCTGCTGCAGCGGCGCG
TCCGCCGCCTGCGAGAGGTGCGCGCGGCAGGGGAAGGCAGCGTACTCGLCCCTCC
CTGTCCCCCCCGCTTCCCCACGGTAAGCAAAGCAACCAACACCTCCAGGCCGLCCG
ACAGCTGAGACTATACCAAACTTAGATCAACACAGACTGACGATTATGCCTGTGT
TGTGCCGTTCCTGGTTCGCGGTGGCAGGCGGCGGAGTCTGCGGGTACGGCGCCAT
GGCGGCGGAGATCAATGGCGGCTTCCTCGCCGCCGGGGGGCGCAGGCAGCACAG



GGGAGGGCTCGGCTGCGGAAGGTGCTTCCAGGTAACTACTACTACTAGTACTAGT
ACTAGTATACTGCTACAGCAGCTACACATCTACATGCCAATTCAGTTCAACCCAC
CAGATTTCATTTCATTTTGTTGTGTGCCCAATTATTTCGCCCCCAATTTATTTCGTT
CATACTCTCCCTTACTAGTTTATTATTCTGCTGGCGAGATGTCCCTTTCTTCACAAC
ACTGTTCCCTCGTCTCGAGATTCCTTCAGAGTTCGTGGATTGGGACGTATGCTGCG
AATTTTTTCCTACAAGTACCAAATTCTGGGAAAAAAGGTTGGGGGACTGCTGTAC
TTTGTTTGTATGCTCCGGTTACGAGGAGCTGTCTAAAGAGTTTGGAGCATGGAAG
CAATCTGTCTGCTAACTCCGGGAGCATCTTATATTATTCCTGTTAGTTGGCCCAGC
CTAATCGACGCACCAGATTAGGAATTTTCTACTCACCTTATTATGGAATGTAGTTC
GATAAAACAGGAAACTTTTATTTCTAATATAAGTTTAACCAGTAGGGGTTAATCC
CCTCCTGTTTCTTCAAAAAAAAAAAGAAAAAGAAAGAAAGAAAAACTGGAGTGT
GTTTTGTACAATTCTTTCTAGGAAGTGAAGATGCTCTCCTGTTCTGTGTGATTTTC
CTAGTAGTACTATGGTTTCCTGCTAGATTTCACTTGTTGGAAGTTAATCAAATTCT
GCTGCTGCCTGAATGTACTTTTCATCCTCTGAGATTAATTCCTCCACTCCAACTAT
CTTTGTTTCTGAACTGTAGTAGTAACTTACTTTTCCGTGGATCCGTTCCGGAAACA
CAGGTGCGATGCAGAGATGCAAAGCTGTGCAGCAGCGGAGGAGTGCGGGTCGTG
CTCACCGACTTCCACGGGAGCAACCAGACGGACTTTCTGCTCGGCGGGCCCGCCT
TCGCAGGCCTGGCCAAGCCCGGAATGGCTCACCAGTTGAACAGGCTAGAAGCTCT
CCCCGTGGAGTACAGAAGGTAGTACTACCCCAAAATACTGAAACACGGATGTTTC
TTTAGATAGGGATTGAGAGAAAAAAAATATACTATTTCTGAAGTTTTCATGTAAT
CTGAGTATCTGTTTGGCTTGTTGGTTTGCAGGATTCCATGCGACTACAAGGACAA
GAACCTGTCGATACTGGTGGAAGAACGGAGCAAACGGCCAAGCAATCTGGTCGT
AAAGTTCCTCTACCAGGGCGGCCAAACCGATATCTTGGCAGTGGACGTCGCTCAG
GTAAACAAACTGAATGAAGAGACCCGATCAAAGCAGAGAATCTTGTTTTTTTTTG
TTTTTAAAAGAAATTACTTTCGTTCGTCTAATCAAGAGCTACCATTGTGGACTTGG
TCCATTTGTTCAGGTGGGGTCGTCAGACTGGAGGTTCATGACCCGGGTCTTCGGG
CCCGTATGGAGCACCGACCGGGCACCCGCAGGCCCGCTGCAGTTCCGGGLCCGTG
GTCACCGGCGGATACGACGGCAAGTGGGTCTGGGCCGAGCAGGAGGTGCTGCCG
GCCGACTGGCGGCCCGGCAAAGTCTACGACACCGGCGTCCGGATCGCAGACGTG
GCAAGGGAGGGGTGCCGAGGCTGCGCCAAGCTGGACTGGAAGTGA




