IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G241500

Gene Model: Sevir.9G241500.1.p
Description: SVEXPA-25
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Query seq.
Superfanilies

PLNO0133
List of domain hits o

[+] PLNO0192 s:::ﬂ:m\ Y C WAioJe“iol'l expansin-A; Provisional Peseription '3‘382':«;' E;v:;:-ewZ’
SEQUENCES

Peptide

>SVEXPA-25

MDMAKSLILCTALAACLTLAAAGWSQGTATFYGGPDGSDTMGGACGYDNLYNAG
YGVLNAALSQTLFNDGASCGQCYLITCDGSRQGGQYCKPGTSITVSATNLCPPNYAL
PNGGWCGPGRPHFDMSQPAFENIGIAQAGIIPVQYQRVQCKRSGGVRFSIAGSNYFLL
VNIQNLGGSGSVGAAWVKGEKTGWIQMSRNWGANWQALAGLVNQGLSFAVTSTG
GQYIQFLNVAPGWWQFGQTFTNNYQNFAY*

CDS (coding sequence)
>SVEXPA-25

ATGGATATGGCCAAGTCCCTGATTCTGTGCACAGCGCTCGCGGCGTGCCTCACGC
TCGCCGCCGCCGGCTGGTCTCAAGGCACCGCCACGTTCTACGGCGGACCCGACGG
CTCCGACACCATGGGTGGCGCGTGCGGGTACGACAACCTGTACAACGCCGGGTA
CGGCGTGCTCAACGCGGCGCTCAGCCAGACGCTGTTCAACGACGGCGCGTCGTGC
GGGCAGTGCTACCTCATCACCTGCGACGGGTCACGCCAGGGCGGCCAGTACTGCA
AGCCCGGCACGTCGATTACGGTCTCGGCCACCAACCTGTGCCCGCCCAACTACGC
GCTCCCCAACGGCGGCTGGTGCGGCCCGGGCCGCCCCCACTTCGACATGTCGCAG
CCGGCGTTTGAGAACATCGGCATCGCCCAGGCCGGCATCATCCCTGTCCAGTACC
AGCGGGTCCAGTGCAAGCGCAGCGGCGGCGTGCGCTTCAGCATCGCCGGCTCAA
ACTACTTCTTACTCGTCAACATCCAGAACCTCGGCGGCAGCGGTTCCGTGGGAGC
CGCCTGGGTCAAGGGCGAGAAGACGGGGTGGATCCAGATGTCCAGGAACTGGGG
CGCCAACTGGCAGGCGCTCGCCGGGCTTGTCAACCAGGGGCTCAGCTTCGCCGTC
ACCAGCACTGGCGGGCAGTACATTCAGTTCCTCAACGTCGCGCCAGGGTGGTGGC
AGTTCGGCCAGACCTTCACCAACAACTACCAGAATTTCGCCTACTGA

Nucleotide
>SvEXPA-25

GCTCAGAAACAGTTAGCCTCCTCGTCTGCTCCGTTTCCATCTCGTTCATTCTCTGC
AGCTAACTCTGCATTGGCGTCCATGGATATGGCCAAGTCCCTGATTCTGTGCACA
GCGCTCGCGGCGTGCCTCACGCTCGCCGCCGCCGGCTGGTCTCAAGGCACCGCCA
CGTTCTACGGCGGACCCGACGGCTCCGACACCATGGGTAAGCTTCCATGCATCGC
ATTTCGGTACAAAGCTAAGATTTATAGATGCACATTTTGCTTATTACTCGGCAGTC
GGCACGTACTGATCCGATGCATATCCATGTAGGTGGCGCGTGCGGGTACGACAAC



CTGTACAACGCCGGGTACGGCGTGCTCAACGCGGCGCTCAGCCAGACGCTGTTCA
ACGACGGCGCGTCGTGCGGGCAGTGCTACCTCATCACCTGCGACGGGTCACGCCA
GGGCGGCCAGTACTGCAAGCCCGGCACGTCGATTACGGTCTCGGCCACCAACCTG
TGCCCGCCCAACTACGCGCTCCCCAACGGCGGCTGGTGLGGLLCLGGGLLCGLCeeC
ACTTCGACATGTCGCAGCCGGCGTTTGAGAACATCGGCATCGCCCAGGCCGGCAT
CATCCCTGTCCAGTACCAGCGGGTCCAGTGCAAGCGCAGCGGCGGCGTGCGLTTC
AGCATCGCCGGCTCAAACTACTTCTTACTCGTCAACATCCAGAACCTCGGCGGCA
GCGGTTCCGTGGGAGCCGCCTGGGTCAAGGGCGAGAAGACGGGGTGGATCCAGA
TGTCCAGGAACTGGGGCGCCAACTGGCAGGCGCTCGCCGGGCTTGTCAACCAGG
GGCTCAGCTTCGCCGTCACCAGCACTGGCGGGCAGTACATTCAGTTCCTCAACGT
CGCGCCAGGGTGGTGGCAGTTCGGCCAGACCTTCACCAACAACTACCAGAATTTC
GCCTACTGAGACTTACAAGCAGGAGAGCAATTAGTATTCTTCGCCATTTCTTGCA
ATTCGGTTGAGTGGCGAGTGAGCGCTAGCTCATGATTTTGACGGAGCAAGCTCAA
CTTGTCATTCCATCCTTGGTGACCGCCTGACTGGCATCTCTCCTAGGTGATGCTCC
GACTGCAGGAGGTGCGCAAAATGTATAATTTCGAATTTCCACCTCTTTGTGTATTT
TTATTTCTCTTACAATTTTGTTCCCAATGTTTTTAAATGTTTGTTTTACTTGAGTCT
CAAATATACATGTAATATTATAAATGAATTAATGGAGATTCATTGCTGAGTCAAC
AAAAAACCATTACCCTTGCATGACAGAATACGTTATAAATGTACCAGTACTGCAA
TATATTTCTGGATATTGGTGTGAATTCTCTGAACACTAAATTTAAAATATTTGCAC
CAAAAATCTACTGGAACATAATTTCGTATGTAGAAGGTAAGCATGCATAAACATG
TAAATAGATATATAAAGATTTACAAACTTGATGGAAGCATCCAACAACATCCTTA
TCTTTTACTAGGGAAGTAAAGTGTTTGACCTCACAGGGTTACCAATAAATAAAGC
GGTAAAATGTCAATATATGGCATGAATATATCATTGAGAAAATTAAGTTCATGTT
GCCAGATCATTTCAATCTTAAACATCATCATTAATGTAGTTTTTTGTATTGGATGT
ATGTTGAAATTTATGGCAGATGATATAGGCGAATAAAGTTTTTTTTCTATAAAAG
GTTATATTGAAAATTAAAATAGATGCTTCCTTAGAGAGTTGGGATGGTAATCATG
TGCCAAGAGTTGGATTATTGTCAAACTGGCCTGCAACTTCATTTTTCTCGATAATG
GGTCCGGTTTTCTACAAACTAGTGCAAGTTATAGGAAATATGTAGTTTAATTTATT
TGATCTAGGGCATTATTTTTTATTGAAAACAACTGACTAAGGTAATAACTTATAGT
ATTCATTTTAATACAACATCCAAGAGTTCAAAATTTGTCCTCGCATTGTAGGCACA
TTTGGATGATTGCTTATTTCATTCTTTCCATAATTAACAAGATAAAGGTGGCTGAT
TGGTGAATTATTACTAAAAATAAGTTCATTGTTATATGCAACTGCCATTAAAAAA
GAGCTAGACAACAGGGGTACACGTTTTTTTTTTACTCCTCCTAATATGTCCTAAAA
TATCTAGGATGCCTTGTATTTCATGGCGGAGGGAGTACATGTCAAGAGATAAATC
CTATATATGGACCAGTTATTCCCACATCCCACTCTCCAATGGAAATACACGGAGC
AATTATTAGTGCCATGGAACTAATAATTTTCTGTGTATTTCCATTGGAAATAAAAT
GCTCTCTGTTCTTGTGTCAGATGATCACTAATAGTGTCAGCATCTCATTGGGCACT
TCTGTTGGAGTTTATTAATTGGTTAGTAGGTTTCTGACTTTTTGGTGTATCACATG
CTGAAGGAGTGATTTTAGAAAGAAACAATCACTGTCAATTAGGTTTGTCATGCAT
CTGTAACAATGCTGGACTGGTTTACAAAAAAGCAGGAGTTTTGGTTGCTGTCAAA
TGAGTTACTATATACATAATAATGAATAGAATGTTCTGATAAACTTAATTCTCAG
GTCCAAATCAAAATGGAAAAAAAATAATGTAATATATATCAACCGACAACAAAT
AAACTGATGTGCATGTACAGGTAGTAGAAACAAAATCGACAAAATGTGATTACA
CAGATCAAAATCCCAGATCAACCCCCACATTACAGACATACACACCCCATTAAGT
CAACTGATGTATTAATTAATTTAATCCCAGAGGCAGGCACACGCACATGCAATTA
TGCGCTGTGAACTATTGGTAAAACTGGAGGTTGGTGGCGAAGGTCATGCCGAAG




GTCCACCACCCCGGCACGACGTTGTTCATGTACAGCGTCTGGCCGCCGGTGGAGA
TGACCATGAAGGAGAGCCCCTGGCCGACGAGCGCCGAGCT





