
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.006G171300 

Gene Model: Sobic.006G171300.1.p 

Description: SbEXPB-41 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-41 

MAASPSTFRFAAVVAVLSTLSLLASPTSGYENAEPMVIRDSPQNDTSRRYLWASSAR

GYGWSSGGATWYGNANGAGSDGGACGYKGDVSQRPFRSMIAAGGPSLFKNGKGC

GACYQIKCTGNRACSGRPVTVTITDSCPGGACLAESAHFDMSGTAFGAMANRGMAD

RLRSAGILKIQYKRVPCKYNGRTVNFKVDAGSNPYYLAVLIEYVAGDGEISAVDIMQ

AGYNSWTPMQQSWGAVWRVNSNNGQPLRVPFSVRITSGAGKVLVARNAIPAGWSA

GRTYRSAVNFGY* 

CDS (coding sequence) 

>SbEXPB-41 

ATGGCGGCTAGTCCGAGCACATTCCGATTTGCTGCCGTAGTGGCCGTGCTGTCGA

CCCTGTCACTTCTTGCAAGCCCTACCTCCGGCTACGAGAACGCCGAGCCCATGGT

GATCAGGGACTCGCCGCAGAACGACACCAGCAGGAGGTACCTGTGGGCGTCGTC

GGCGCGAGGCTACGGCTGGTCCTCCGGCGGCGCGACGTGGTACGGCAACGCTAA

CGGCGCCGGCAGCGACGGTGGTGCTTGTGGTTATAAAGGTGATGTCAGCCAGCGC

CCATTCAGGTCGATGATCGCGGCCGGCGGCCCTTCCCTCTTCAAGAACGGCAAAG

GATGCGGCGCATGCTACCAAATTAAGTGCACGGGCAACAGAGCCTGCTCCGGCC

GGCCAGTGACGGTCACCATCACCGACTCCTGCCCCGGCGGTGCGTGCCTTGCCGA

GTCGGCGCACTTTGACATGAGCGGCACGGCCTTCGGCGCCATGGCCAACCGCGGC

ATGGCTGACCGCCTCCGCTCCGCCGGAATCCTCAAGATCCAGTACAAGAGGGTGC

CCTGCAAGTACAACGGCAGGACCGTCAACTTCAAGGTGGACGCGGGGTCCAACC

CGTACTACCTCGCCGTGCTGATCGAGTACGTGGCCGGAGACGGCGAGATCTCCGC

GGTGGACATCATGCAAGCCGGCTACAACTCGTGGACGCCGATGCAGCAGTCGTG

GGGCGCCGTGTGGCGGGTCAACTCGAACAACGGCCAGCCGCTCCGCGTGCCCTTC

TCGGTCCGCATCACCTCGGGCGCCGGCAAGGTCCTCGTCGCCAGGAACGCCATCC

CCGCCGGATGGAGCGCCGGGAGGACCTACCGCTCCGCAGTGAACTTTGGCTACTG

A 

Nucleotide 

>SbEXPB-41 



ATCACCATACCAAGCACCAGCTAGACCTTCTATAGTCCATTGGCCCTCGTCTCAG

CTCGTCTCCTATAGCGTATCACAAACAGGAGACGACGATCAATGGCGGCTAGTCC

GAGCACATTCCGATTTGCTGCCGTAGTGGCCGTGCTGTCGACCCTGTCACTTCTTG

CAAGCCCTACCTCCGGCTACGAGAACGCCGAGCCCATGGTGATCAGGGACTCGCC

GCAGAACGACACCAGCAGGAGGTACCTGTGGGCGTCGTCGGCGCGAGGCTACGG

CTGGTCCTCCGGCGGCGCGACGTGGTACGGCAACGCTAACGGCGCCGGCAGCGA

CGGTACGTAGTAACAGCAGCACGTGCTCTGCTCAATGCGCGGGTGAAACTTAATT

TAGCGATTAGTGGAAAACAAATTGACCTTTTTTCCATTCGGTGATCTCTCTTTTGT

TTTCCTGCAAATTAATGGTAATCTCTTGGTTCCATTGTTGTGTATAATGCAGGTGG

TGCTTGTGGTTATAAAGGTGATGTCAGCCAGCGCCCATTCAGGTCGATGATCGCG

GCCGGCGGCCCTTCCCTCTTCAAGAACGGCAAAGGATGCGGCGCATGCTACCAAG

TCAGTATACACACACGTACTATACGTTGACCGTGAGAGGTGCCACGCACGTTCTA

GCTGTCCATCTACTAACTCCGGGTGTACGTACGGCGACTCTGCAGATTAAGTGCA

CGGGCAACAGAGCCTGCTCCGGCCGGCCAGTGACGGTCACCATCACCGACTCCTG

CCCCGGCGGTGCGTGCCTTGCCGAGTCGGCGCACTTTGACATGAGCGGCACGGCC

TTCGGCGCCATGGCCAACCGCGGCATGGCTGACCGCCTCCGCTCCGCCGGAATCC

TCAAGATCCAGTACAAGAGGTGATTGTTGCTACTCATAGTAGTAACCATGCATGC

ATAATGCAAGACGCTGTGGCGTGATACATTGTCTTGGCTTGTGCAGGGTGCCCTG

CAAGTACAACGGCAGGACCGTCAACTTCAAGGTGGACGCGGGGTCCAACCCGTA

CTACCTCGCCGTGCTGATCGAGTACGTGGCCGGAGACGGCGAGATCTCCGCGGTG

GACATCATGCAAGCCGGCTACAACTCGTGGACGCCGATGCAGCAGTCGTGGGGC

GCCGTGTGGCGGGTCAACTCGAACAACGGCCAGCCGCTCCGCGTGCCCTTCTCGG

TCCGCATCACCTCGGGCGCCGGCAAGGTCCTCGTCGCCAGGAACGCCATCCCCGC

CGGATGGAGCGCCGGGAGGACCTACCGCTCCGCAGTGAACTTTGGCTACTGAGCC

AGTGTGCGGGTAGAAGTTGTTTCTTCGGTCTTGAATGAATTTGGTATGTGCGTCCG

GGAAATGCGAGAGGCCGCGCTGGAAGAGGAGGTTAGGTATATTCGTGCATGTTG

TGCATCCCCCCACGGTGTGTCCGGAAAACCGTGGAAGGGTACTCCCTCCAAAGAC

GACCACAGTGTGTTTTCCCTTGTGATGTAATGATGTCTTGGTGTCCTTAATGCAGA

AGCATAACTATTGGAGTCACAATGGGTCCGTTTGGTTCTCTGGCTATCTCCTAACC

AGGCTTGCTAGAGCCAACTTAAGCTTGTTTAGTTGATTGAACAGATCCCTTAGCT

AGGCTTGAGCAAGCCACCCAAGAAGCCTTTAGCCTGGCCCTAGAAAATTGGAGG

AGTTGGACGTTTTTCAAGAACCAGCCTGGTTGCGAGTCACCTCACCGCCCGCGGT

TGCGAGTTGACCGCATCGTCCCGTCATTCCCTTCCTCTCGCTGGTGCTCGTCCCTG

CGAGTTCTCCTTCGGCGATCATCCTCACCAACACAACCAATGGCAGCACCCATGC

TCACCCTCGCTGAAGGAACCAGTGGCGACGCAAATCCGCTCCTTCGTTCGGTGGT

GGGGCTCCGGCCGTGCTCCTCCTGCTCCGAGGACTGCACGCAAGAGTGTGCGTGC

CGGGGAGGTGATTGGGAGGTGGAGGCACCGAGGAGGGGCATGGAGACAGCATT

GGCAGCCCCACGATGGCGCAGACGGGATTTTCAACTCCGGTGAGCTATCTCCTTC

TCCTCCTCAAGGTCCGACCGAACAACTCCGGTGAGCTCCTCCTCATCCTGTCGAAT

GACTCTGGTGAACTCCTCCTCCTCCTTACTCGCGGCAAGGTCCCAACGTTCCTCCT

CCATGCCTCCTCGTCCCTCTGCTCCTCCTTGCTCGCCTGGCAGCAGGGGCTCGACT

CCCTTCGGAGTCCGCCATGGCCAACTCTAGGTGTCGGCCATGGAAAACAGACGAG

CTCGAAGTGTTTGATGAAATGGCTGAGAGGAAGTAGACTTACCTGATGAAGGAA

GAGCTAAATCTATAGATTGTGATGAACTAGGGGACTCAACCAATGATATTCTTTT

TATCTTTCAGATACATTTAAGTCTAATTCTAGAATGTTAATTACTTGAAGTATAAG

GTCTTGGGATTGGTTGGAGGATTTGCCATACAGATTGTACTTTCTGTCCATTTAGA

GCATCAGCCGCATTGGCCAAAGCCACTAGAGAAGAAGGTGATGGAAGGACTTTA



ATTAATAGAATATTATTTCTTTTTATTTTAGATTTTTCATGTGTAATTCAGGGTTGT

AGCCGACATTGTCGATCTGCTTCTCACTCATTTTGTATTCGACACATATTTATCTG

TATTGACCGAGA 


