IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy7G166300

Gene Model: Brasy7G166300.1.p
Description: BsyEXPA-21
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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DOMAIN ARCHITECTURE

Query seq.

Superfanilies PLNO0OSO

[+] Name Accession Description Interval  E-value
[+] PLN00050 super family cl31535 expansin A; Provisional 132-338 6.83e-78
SEQUENCES

Peptide

>BsyEXPA-21

MSSSLTPSPPQSKPKPDQQRTAARSRRTRLPRTATTQDPLPSSSPSPPQPQALKHFIQDI
ALASGVNQVNSDHLVQSNMMGSLPLLFFFLLLISGVRFSGSVRLGNGGYEEWRLGTA
TYIKESQGHPLNDGGGACGYGDLDIFRYGRYTTGLSSALFGRGSACGACYELRCVNN
ILWCLRGSPTVVVTATDFCAPNFGLPDDFGGWCNFPREHLEMTEAAFLRVAKAKADI
VQVQFRRVSCDRAGGMRFTITGGASFLQVLITNVAADGEVIALKVKGSRTGWIPMGR
NWGQNWQCNADLQRQPLSFEVTGKKGRTFTMYNVAPSDWMFAQTFEGKQLVE*

CDS (coding sequence)
>BsyEXPA-21

ATGTCCTCATCTTTGACTCCCTCGCCACCCCAGTCCAAGCCAAAGCCAGACCAAC
AAAGAACTGCTGCCCGTTCCAGGAGAACTCGCTTGCCAAGAACAGCAACTACTCA
AGACCCACTCCCCTCCTCCTCCCCAAGTCCTCCGCAACCGCAAGCACTCAAACAC
TTCATCCAAGATATTGCACTGGCCAGTGGAGTGAATCAGGTGAACAGTGATCACC
TGGTACAGAGCAACATGATGGGCTCTCTGCCCCTGCTCTTCTTCTTCTTGCTGCTG
ATTTCTGGGGTCAGGTTCAGCGGCAGCGTAAGGCTGGGCAATGGCGGCTACGAG
GAGTGGAGGCTGGGCACGGCGACCTACATCAAGGAGTCCCAGGGGCACCCGCTC
AATGATGGTGGTGGTGCCTGCGGATACGGGGACCTGGACATATTCAGATACGGG
AGGTACACGACCGGCCTGAGCAGCGCGCTGTTTGGGCGTGGCAGCGCCTGCGGG
GCCTGCTACGAGCTCCGGTGCGTGAACAACATCCTCTGGTGCCTGCGGGGCAGCC
CGACGGTCGTCGTGACGGCGACCGACTTCTGCGCCCCAAACTTCGGCCTCCCTGA
TGACTTTGGTGGCTGGTGCAACTTCCCCAGGGAGCACCTAGAGATGACTGAGGCT
GCCTTCCTCAGGGTTGCCAAGGCCAAGGCTGACATTGTCCAGGTGCAGTTCCGAA
GGGTGAGCTGCGACAGAGCGGGTGGCATGCGGTTCACGATCACCGGCGGTGCCA
GCTTCCTCCAGGTCCTGATCACCAACGTGGCAGCCGACGGCGAGGTCATCGCCTT
GAAAGTGAAAGGGTCAAGGACTGGGTGGATACCAATGGGGAGGAACTGGGGGC
AGAACTGGCAGTGCAACGCCGATCTCCAGCGCCAGCCGCTGTCGTTCGAGGTCAC
TGGAAAGAAGGGGAGGACCTTCACGATGTACAACGTGGCACCTTCGGATTGGAT
GTTCGCGCAAACATTTGAAGGCAAGCAGCTCGTTGAATAG



Nucleotide
>BsyEXPA-21

CCACTACTGCAAATCCCAATAAAGTGAGAGCAGAAAGGGCGTGGCACCAAAAGC
AGGCTCGCGTTCCACCCCCATGTCCTCATCTTTGACTCCCTCGCCACCCCAGTCCA
AGCCAAAGCCAGACCAACAAAGAACTGCTGCCCGTTCCAGGAGAACTCGCTTGC
CAAGAACAGCAACTACTCAAGACCCACTCCCCTCCTCCTCCCCAAGTCCTCCGCA
ACCGCAAGCACTCAAACACTTCATCCAAGATATTGCACTGGCCAGTGGAGTGAAT
CAGGTGAACAGTGATCACCTGGTACAGAGCAACATGATGGGCTCTCTGCCCCTGC
TCTTCTTCTTCTTGCTGCTGATTTCTGGGGTCAGGTTCAGCGGCAGCGTAAGGCTG
GGCAATGGCGGCTACGAGGAGTGGAGGCTGGGCACGGCGACCTACATCAAGGAG
TCCCAGGGGCACCCGCTCAATGATGGTATGCATGCGGCTATGTGATCTTATTAAG
TTATTTTTCCTTGTTAATCGTCGCATCAAGAACGTTGGGAACATCCGGTCTCTCTC
TTTTTGTCCCCTTCCCACTTTCTTTCTGCATTTTCTCTGGATGGAGTTTGGAGATGG
TGAATGTTGTTTGCAAAGATGAACGGGGGAGTAGATGGTGCTGTATTTGGCAGAT
CCGGCATCGTTTGCTCATGGATTCGCTACTGAGAAAGTTGCAATAGAAAACAGAT
TCGCTGTTGAAACTTGTTCCCTTTCACTTATTTAGATGGATTTTGACTCTTGGACTG
AACATTCCTTGTGTATTCAGCAGTAGATGATAGGAGTATTTTGTTGTGATCTGTGA
AAGGGTAGAAAAGAAAAGGGGTATATATAAAAATAATTACGGAGTAATGCTAAT
GCTATCCTTACCATCATTCCATCAATAGTTTCTTTATGATACTTTGAGAAATCTTTT
TTGAGGTATTAGTGCACCGAATGCCTTGGTCCTGATAAACTAGTGCTGTCCTAATC
AGCCGAAAGAAAAAGAAGAACTCCCTTTGCGTAAGTTGCGGGAATAGTAAGGAC
ACATTGAATGCTTTGACAATACCATTTATGAGAGGCAAGCTAGTACAACATGAGC
TCTTCTTGCAGCTGTCACTGCCTGTACACTCAAGCTATGCAGTGTACCTTCACAGT
CATTGCTCCATTGAAAATCTGAAAGACTGTTTTTTTTTTCCTTCTGATTTCCGAAG
AACCATCAAAATGGACTCTGAATTCTGGAGATCGATCGTATGCCTACTTGCCTAG
TTTCGTCAAGGAATGCCATTTACATCCACCCCTGAACCTGAATTCAAAGACACCC
ATATTTACATCGTGAGACCAACAATGTGAATCCTTTCAATGTTTCATGTGACTTTG
AAATGGAAATGTCTTTGTCTGATGCAATGGTTGTTCCAAACTCCAAAATCAAAGG
TGGTGGTGCCTGCGGATACGGGGACCTGGACATATTCAGATACGGGAGGTACAC
GACCGGCCTGAGCAGCGCGCTGTTTGGGCGTGGCAGCGCCTGCGGGGCCTGCTAC
GAGCTCCGGTGCGTGAACAACATCCTCTGGTGCCTGCGGGGCAGCCCGACGGTCG
TCGTGACGGCGACCGACTTCTGCGCCCCAAACTTCGGCCTCCCTGATGACTTTGGT
GGCTGGTGCAACTTCCCCAGGGAGCACCTAGAGATGACTGAGGCTGCCTTCCTCA
GGGTTGCCAAGGCCAAGGCTGACATTGTCCAGGTGCAGTTCCGAAGGTAAGCGTC
ACTTGCAATTTTTTTGGATGATCCTCAATTTGCTCAAATGGTGAAACTTCTGATAT
ATCCTTTAGCTTATCATTGATTCTGCAACTTGTCAATGTGTGTGGGTTTGTCAATG
TGTTGTGTAGTAGTAGTTTTTTAGCCTGCTTTTGCAAAAGTTGGGAATGATGTTTG
ATGATGATTAGAAACGGATCATAGAATATGTGGAACATGTTGCAAGCTACTTTGC
ATTGTGGGCTGCTGGGTGGGAAAGAATTATGTTGATGAGAGGGTTCTGAGAAAA
GAGCAGCTTTAATCAGTGACACTTTCTTCTTTTTGAATCTGACTCGTGTATTTTAA
TCATGAGTATTTCCCAAGTTTCAGACAAATGCTATGAGTATGTCCCAACCGGTGC
ATGAGTAGTAAACAAGTACTCCCTCCGGTCCCATATCAAGGGACTCAAATTTGCC
CAAATATGAATGTACCTATGCCTAAAAAATGTCTAGATACATTAATAGAAAGTCG
CTTAATATGGGACGGAGAAAGTATCCTTCGTGCTACAATAACATATGATTAAGTT
ATCGACATATATTCATTTCTGCAAAAGAAGCTATCCCACTTCCGTCACAACCATCC
ATAAATCAGCAGAATTTCTTTGAGGATTTGAGTAGCCACTGATGATGCAGGGTGA




GCTGCGACAGAGCGGGTGGCATGCGGTTCACGATCACCGGCGGTGCCAGCTTCCT
CCAGGTCCTGATCACCAACGTGGCAGCCGACGGCGAGGTCATCGCCTTGAAAGTG
AAAGGGTCAAGGACTGGGTGGATACCAATGGGGAGGAACTGGGGGCAGAACTG
GCAGTGCAACGCCGATCTCCAGCGCCAGCCGCTGTCGTTCGAGGTCACTGGAAAG
AAGGGGAGGACCTTCACGATGTACAACGTGGCACCTTCGGATTGGATGTTCGCGC
AAACATTTGAAGGCAAGCAGCTCGTTGAATAGGTGAAAAGAGTGATAAGCTCCG
GTGATTGTAATTAGAATTACAGGGGGGAGGTTTATAAATGTCGGGCTTCAATTTT
GTGACCCAAAAGAATTTAGCCTCACTGAATGGTGTTTGCTCTGCTCACCCTGTCCG
GTATAGTTATTAAATTTTACTTCCGGGAGTTTCCTGGTACACTACCTGGCCAGGAC
AATGGTTTTGGTTGCATGTTGCAAGCCGAGGTTG





