IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s03g06020

Gene Model: LOC_0s03906020.1
Description: OstEXPA-14
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
http://rice.uga.edu/



https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
https://www.genome.jp/entry/T01015
http://rice.uga.edu/

GENE STRUCTURE

DsIEXPA-14

! 1 1 1 L 7
Obp 2iibp 20bp G00bp §ibp 1000bp
Legend:

Exon — Intron

DOMAIN ARCHITECTURE

7s woe 18 1 5% 2e¢ 28 288 289
T T T SO WO S T AT ST S WY SN M ST SN !

Query seq.
Superfanilies PLNNI193

+ Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 1-256 1.50e-133
SEQUENCES

Peptide

>0OstEXPA-14

MWKKKKTPSILPLVVVIAAASLIAPTTAGWSSGTATFYGGSDASGTMGGACGYGNL
YWSGYGTNTAALSSALFNDGASCGQCYQIACDHQAEPRWCLQGRTVTITGTNLCPP
NYALSSNDGGWCNPPRTHFDMAEPAWLQIGIYKAGIVPVLYQRVPCVKQGGVRFTM
GGFNYFELVLISNVAGSGSIQSVWVKGPNTDRMPLSRNWGANWQSHAGLVGQTLTF
GVTSTGGQTLVFQNIVPAWWKFGQSFSSNLQFSY*

CDS (coding sequence)
>OstEXPA-14

ATGTGGAAGAAGAAGAAGACACCGAGCATTCTGCCGCTCGTCGTTGTCATCGCCG
CGGCGTCGCTCATCGCGCCGACGACGGCAGGCTGGTCCAGTGGCACGGCCACGTT
CTACGGCGGCAGCGACGCCTCCGGGACGATGGGTGGGGCGTGTGGGTACGGGAA
CCTGTACTGGTCGGGGTACGGGACGAACACGGCGGCGCTGAGCTCGGCGCTGTTC
AACGACGGCGCGTCGTGCGGGCAGTGCTACCAGATCGCGTGCGACCACCAGGCC
GAGCCGCGGTGGTGCCTGCAGGGGAGGACGGTGACCATCACCGGGACCAACCTG
TGCCCGCCCAACTACGCCCTCTCCAGCAACGACGGCGGCTGGTGCAACCCGLCCTC
GCACGCACTTCGACATGGCCGAGCCCGCCTGGCTCCAGATCGGCATCTACAAGGC
CGGTATCGTGCCGGTGCTGTACCAGAGGGTGCCGTGCGTGAAGCAGGGAGGGGT
TCGGTTCACCATGGGAGGGTTCAACTACTTCGAGCTGGTGCTGATCTCGAACGTG
GCCGGGAGCGGGTCGATCCAGTCGGTGTGGGTGAAGGGGCCGAACACCGACAGG
ATGCCCCTGAGCAGGAACTGGGGCGCGAACTGGCAGTCGCACGCCGGCCTCGTC
GGCCAGACGCTCACCTTCGGCGTCACCTCCACCGGCGGCCAGACCCTCGTCTTCC
AGAACATCGTGCCGGCGTGGTGGAAGTTCGGCCAGTCATTCTCCTCCAACCTCCA
GTTTTCCTACTAA

Nucleotide
>OstEXPA-14

ATGTGGAAGAAGAAGAAGACACCGAGCATTCTGCCGCTCGTCGTTGTCATCGCCG
CGGCGTCGCTCATCGCGCCGACGACGGCAGGCTGGTCCAGTGGCACGGCCACGTT
CTACGGCGGCAGCGACGCCTCCGGGACGATGGGTACGTATACGCATTGGCGCAC
CAGTAAGTAGGTACAGTTTCAGAGTCGTCGTTAGCTAACAGAGGCCAGGTGAGGT
GACCACGCACAGGTGGGGCGTGTGGGTACGGGAACCTGTACTGGTCGGGGTACG



GGACGAACACGGCGGCGCTGAGCTCGGCGCTGTTCAACGACGGCGCGTCGTGCG
GGCAGTGCTACCAGATCGCGTGCGACCACCAGGCCGAGCCGCGGTGGTGCCTGC
AGGGGAGGACGGTGACCATCACCGGGACCAACCTGTGCCCGCCCAACTACGCCC
TCTCCAGCAACGACGGCGGCTGGTGCAACCCGCCTCGCACGCACTTCGACATGGC
CGAGCCCGCCTGGCTCCAGATCGGCATCTACAAGGCCGGTATCGTGCCGGTGCTG
TACCAGAGGTACGTATACTACAATAATATTGGACGGTTTGACTCTCCATGTCCAT
GATAATTAAGTCAAACCAATGCCATTAACTATTCACTAATTAATCATCATTACTAC
GTACGATCTGTGATTCTTTGTGGACGTATGTAGGGTGCCGTGCGTGAAGCAGGGA
GGGGTTCGGTTCACCATGGGAGGGTTCAACTACTTCGAGCTGGTGCTGATCTCGA
ACGTGGCCGGGAGCGGGTCGATCCAGTCGGTGTGGGTGAAGGGGCCGAACACCG
ACAGGATGCCCCTGAGCAGGAACTGGGGCGCGAACTGGCAGTCGCACGLCCGGLC
TCGTCGGCCAGACGCTCACCTTCGGCGTCACCTCCACCGGCGGCCAGACCCTCGT
CTTCCAGAACATCGTGCCGGCGTGGTGGAAGTTCGGCCAGTCATTCTCCTCCAAC
CTCCAGTTTTCCTACTAA





