
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10040286 

Gene Model: Lus10040286 

Description: LusEXPA-06 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXPA-06 

MRTSALCALSFALLFLSAQIIIVESRIPGNYMGGAWQSAHATFYGGSDASGTMGGAC

GYGNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCANDPQWCHSGSPSILVTATNF

CPPNFAQASDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSFRRVACRKQGGIRF

TINGFKYFNLVLVTNVAGAGDVVKVWVKGSKTGWMSMSRNWGQNWQSNSVLAG

QSLSFRVTSSDRRTSTSWNIVPAGWQFGQTFTGKNFRV* 

CDS (coding sequence) 

>LusEXPA-06 

ATGAGGACTTCAGCTCTTTGTGCTCTGTCTTTTGCTCTGCTTTTCCTCTCTGCACAA

ATCATCATTGTCGAATCCCGAATCCCTGGAAATTACATGGGAGGCGCCTGGCAAT

CCGCCCACGCCACTTTCTACGGCGGCTCAGACGCCTCCGGGACAATGGGGGGAGC

TTGTGGATACGGAAACCTGTACAGCCAAGGCTACGGAGTAAACACCGCCGCACT

AAGCACTGCACTCTTCAACAACGGACTGAGCTGCGGTGCATGCTTCGAGATAAAA

TGCGCAAACGACCCGCAGTGGTGCCATTCGGGCAGCCCTTCGATCCTCGTCACAG

CCACAAACTTCTGCCCTCCCAATTTCGCCCAAGCCAGCGACAACGGTGGGTGGTG

CAACCCTCCCCGCCCGCACTTCGACCTCGCAATGCCGATGTTCCTCAAGATCGCA

GAGTACCGGGCCGGGATCGTGCCAGTGTCGTTCCGGAGGGTCGCATGTAGGAAG

CAAGGAGGGATCAGGTTCACGATCAACGGGTTCAAGTACTTCAATTTGGTACTTG

TGACGAACGTGGCCGGAGCAGGGGATGTTGTTAAAGTGTGGGTGAAAGGTTCCA

AGACTGGTTGGATGAGTATGAGTCGGAATTGGGGTCAGAATTGGCAATCGAATTC

GGTGTTGGCCGGACAGTCGCTGTCGTTCCGAGTTACTTCGAGTGATCGCCGGACT

TCTACTTCTTGGAATATTGTTCCTGCTGGGTGGCAGTTTGGTCAGACTTTTACCGG

CAAGAATTTCAGGGTCTAG 

Nucleotide 

>LusEXPA-06 

ATGAGGACTTCAGCTCTTTGTGCTCTGTCTTTTGCTCTGCTTTTCCTCTCTGCACAA

ATCATCATTGTCGAATCCCGAATCCCTGGAAATTACATGGGAGGCGCCTGGCAAT

CCGCCCACGCCACTTTCTACGGCGGCTCAGACGCCTCCGGGACAATGGGTAACTT

CTCCAGAAGATTCCTTCTCCCCCCTGCTCTGTTTTCCGGCTACTCTATTTTTTTTAA

CACACTCTGTTTCAAACTTCCATGAATTCAATGACAATGACTAGAACAAAGTCGA



ATTTCACGGTTTTCAAGGTTGATTTGTTATCTTATAGAAAAAATTTAGTTTGTATA

GAGATCGAGTTTATTCGAATTTGCATCGTTAACTACTCTGTAAAAGTCAAATTCG

AGATGAACTTGAACTTTACTTATTAAAACCCTTTATTAGTCCAATAATTTGAAACT

TGTACACTAAATTAACACGTTAAACTAAAATATAAATTACCCTAAAATTTTCAAC

TCTCTACTTTTTCATTTCATTTAAAATAATTATACATAAACTATGTAGCACTTGTAT

TGTGATTACCATAATCACAACTTAAATAAGATATATTATATACAAAATAAAATAA

ATATTGCATTATTAAATCTATTAACTAGACATATATTTAAGATAGTATTTGAATTG

ACTCTAACTCGAACTCACATATCTAGCTTCCTGACTAAAGTTTAACTAATTTAAAA

TCTAGTCGATTCAAAAACGAATATTTTTTCGAGCAAACCAATACACTAAACTATT

AATCAAACAGCTCCATTTGTCAACAACCCGACATTTCTCAATTTCTTTGTTCTAAA

GGGGGAGCTTGTGGATACGGAAACCTGTACAGCCAAGGCTACGGAGTAAACACC

GCCGCACTAAGCACTGCACTCTTCAACAACGGACTGAGCTGCGGTGCATGCTTCG

AGATAAAATGCGCAAACGACCCGCAGTGGTGCCATTCGGGCAGCCCTTCGATCCT

CGTCACAGCCACAAACTTCTGCCCTCCCAATTTCGCCCAAGCCAGCGACAACGGT

GGGTGGTGCAACCCTCCCCGCCCGCACTTCGACCTCGCAATGCCGATGTTCCTCA

AGATCGCAGAGTACCGGGCCGGGATCGTGCCAGTGTCGTTCCGGAGGGTCGCAT

GTAGGAAGCAAGGAGGGATCAGGTTCACGATCAACGGGTTCAAGTACTTCAATTT

GGTACTTGTGACGAACGTGGCCGGAGCAGGGGATGTTGTTAAAGTGTGGGTGAA

AGGTTCCAAGACTGGTTGGATGAGTATGAGTCGGAATTGGGGTCAGAATTGGCA

ATCGAATTCGGTGTTGGCCGGACAGTCGCTGTCGTTCCGAGTTACTTCGAGTGAT

CGCCGGACTTCTACTTCTTGGAATATTGTTCCTGCTGGGTGGCAGTTTGGTCAGAC

TTTTACCGGCAAGAATTTCAGGGTCTAG 




