
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.9G339600 

Gene Model: Seita.9G339600.1.p 

Description: SitEXLA-04 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXLA-04 

MRSAASLSLVLLLVFVAVPSPARGCDRCVRRSKATYQASSLALNAGSCGYGSLAASL

NGGFLAAASPELYRGGVGCGACFQVRCRDSELCSAAGTKVVVTDQARTSSNRTGLV

LSAAAYAAMARAGEAARLRAHRVVDVEYKRIPCEYANRNLSIRVEEKSRPPSQLSIR

FLYQGGQTDIVAVDVATVGSSNWRFMTREHGPAWSTAQAPAGPLQFRLVVTGGYD

GKWVWAESEVLPRRWEAGRVYDTGVQVADVAQEGCYPCDTHEWQ* 

CDS (coding sequence) 

>SitEXLA-04 

ATGAGGAGCGCCGCGTCCCTGTCCCTCGTCTTGCTCCTCGTCTTCGTCGCGGTCCC

GTCTCCGGCTCGCGGCTGCGACCGCTGCGTGCGCCGGTCCAAGGCCACCTACCAA

GCCTCCTCGCTCGCCCTCAACGCCGGTTCTTGCGGGTACGGCTCCCTGGCCGCGTC

CTTAAACGGCGGCTTCCTCGCCGCGGCCAGCCCCGAGCTCTACAGGGGCGGCGTC

GGCTGCGGCGCCTGCTTCCAGGTGCGGTGCAGGGACAGCGAGCTGTGCAGCGCC

GCCGGCACCAAGGTGGTGGTGACGGACCAGGCGCGGACCTCCTCGAACCGCACG

GGCCTGGTGCTGAGCGCCGCGGCGTACGCGGCCATGGCCCGCGCCGGCGAGGCC

GCGCGGCTCCGGGCGCATCGCGTCGTGGACGTCGAGTACAAGAGGATCCCATGC

GAGTACGCGAACCGCAACCTGTCCATCCGCGTGGAGGAGAAGAGCCGGCCGCCG

AGCCAACTGTCCATCAGGTTCCTGTACCAGGGCGGCCAGACCGACATCGTCGCCG

TCGACGTCGCCACGGTCGGGTCGTCGAACTGGCGGTTCATGACGCGGGAGCACG

GGCCGGCGTGGAGCACGGCGCAGGCGCCGGCGGGGCCCCTGCAGTTCCGCCTGG

TGGTGACCGGCGGGTACGACGGCAAGTGGGTGTGGGCGGAGTCGGAGGTGCTGC

CGCGGCGGTGGGAGGCCGGCCGCGTCTACGACACCGGGGTGCAGGTCGCCGACG

TCGCGCAGGAAGGGTGCTACCCCTGCGACACGCACGAGTGGCAGTGA 

Nucleotide 

>SitEXLA-04 

GTGGCCGCCCCCCGGGCCTCAGCCTCACCGTCCTCTCTCTTCCTCTGTCCCCCACC

ACTATATCCGTCCCACGGCGCCGCGCTCCGCTCCCAACCGCGTCGCGTGTCCAAA

ACATTCTGCGGCCTGTTGGAGGGCAGCACCAAGTATCACCAGTCTAGGGCCTACT

CTGGTTACTAGAAGGAGTACTCGCAGGCACCAGCTAGCTTCCGCACTGCGGCCAG

AACCAGAAACCAGAGCGGCAGCCTTGCGGCGCCCGCGTGGAGGCGTGGAGCATA



AAGCCGGCGCTCGCGCTGCTGGCAGCAATCCAATCCCCTGTTCTGCTCTGTTCTCC

CGAGTAATCACAATTCAAGCCTTCTTCGACCTCGAGCTCGTCGTCATGAGGAGCG

CCGCGTCCCTGTCCCTCGTCTTGCTCCTCGTCTTCGTCGCGGTCCCGTCTCCGGCTC

GCGGCTGCGACCGCTGCGTGCGCCGGTCCAAGGCCACCTACCAAGCCTCCTCGCT

CGCCCTCAACGGTAATCAGGCATCCACAGGCTTCTGCGTTTCGGTTCATTTAATTT

GTTCGTGGCTCGAAAGATTGGTCTGGCTGACCTTGTGGTTGCTGAATTGTGCGCCC

GTGCAGCCGGTTCTTGCGGGTACGGCTCCCTGGCCGCGTCCTTAAACGGCGGCTT

CCTCGCCGCGGCCAGCCCCGAGCTCTACAGGGGCGGCGTCGGCTGCGGCGCCTGC

TTCCAGGTAGGTTCCTCCTCCTTCCCCGAGCTGTCCGCGACGGCCGACGGCCCCG

ATTCCTCCGCGTGTCGGTGGGCGAAACGGATTAAATTAAGCGGGGATCGCCCATT

GCAGGTGCGGTGCAGGGACAGCGAGCTGTGCAGCGCCGCCGGCACCAAGGTGGT

GGTGACGGACCAGGCGCGGACCTCCTCGAACCGCACGGGCCTGGTGCTGAGCGC

CGCGGCGTACGCGGCCATGGCCCGCGCCGGCGAGGCCGCGCGGCTCCGGGCGCA

TCGCGTCGTGGACGTCGAGTACAAGAGGTTGGTGGTTGCCCTGTTGCTCCTCCTTT

GTCGCCGCCCGCGGTGCCGTGCGCGAGTACGGCGTCGGTAGTGTGCGTCATTTCG

GTTTCGCTCGCACGTGCCGATGATGCAGAGAACAGCTGAGATTTTTTTTTTGGTGT

TTTGGGGAGAGAAGAAGAATTAACAGCTGAATTTTGTGCGGGCAGGATCCCATG

CGAGTACGCGAACCGCAACCTGTCCATCCGCGTGGAGGAGAAGAGCCGGCCGCC

GAGCCAACTGTCCATCAGGTTCCTGTACCAGGGCGGCCAGACCGACATCGTCGCC

GTCGACGTCGCCACGGTAAGCAAACTTCTCCCCGCTCCAAACAAGACATTTTATC

CTCCTTTTTCTCATAACGAGTTTGAAAGCTGAGGTCAACAAAGCAACGTTGGATT

GGAGTTCACCGGCGGTTGATTAACGTGGTTGCCGGTGTGTTTTTTGTTGGCAAATG

CAGGTCGGGTCGTCGAACTGGCGGTTCATGACGCGGGAGCACGGGCCGGCGTGG

AGCACGGCGCAGGCGCCGGCGGGGCCCCTGCAGTTCCGCCTGGTGGTGACCGGC

GGGTACGACGGCAAGTGGGTGTGGGCGGAGTCGGAGGTGCTGCCGCGGCGGTGG

GAGGCCGGCCGCGTCTACGACACCGGGGTGCAGGTCGCCGACGTCGCGCAGGAA

GGGTGCTACCCCTGCGACACGCACGAGTGGCAGTGACGCGCGGGCTGAGCTGTG

AAAAACTGTACAGTTCTTTTTGCCTTTTTTTTTTCTGCATCTTTTGCTCAATACCGT

CCATTCTTGGATGGATGGACGGATGGAAAAATATGAAATGATGAATGGAATCGG

AGAGGGAGAGTCAAACGTGCCGTTGCAACTTGGTTCGGCCTTTCTGTTCCCCCAC

TTCGATGTGCGGCGGAGTTGGAACGCACGATGTGCTGCGCGCGTAGTGTGCTGCG

TGCATGATGGCTTTGGCCGTCAACGACGAGCGCTTCCACTGGCGGCTCGCTCAGG

GCCACCCAACGGCACGGGCAGATGCCGTCGTCACGACGGGGAAGCCGGGAAGGT

GATGTCACGAGGACGTAGCTGGGTCGGAAAGAAATGTTCGGCAGGGTTCAGCCA

GCGCGGGCAACGGTAGGCTCCCTTGTGTAAGCGGACATCGGTGATGCTTTCTGGC

CGGTGACATCGTGCGGTTGTTTTTCAAAAAAAAAAAATCGGTTGTTGAGTTGAGC

CTACTATGACGTATGATCGGCGTTGGAGTTGGAACAGAGTAACCGGCATTTGGAG

TTTTGGACTTTTGCCGTTGCAGCATGCGTATCGGGCGGATTAGGTGGGCGTTCAGT

GCTTTGAAACGATCCAGCCGAGAGTTCATATTTTGGACATGAGGCTCCCGATGCG

CACTTTTGCTTTCTTTCTGCCGGAGCGTTATGCTCTGATGAGGAACACGGTTGGTG

CCAGGGCGGTTGTTTCGCTTCGTCAGCCGCGCAGCGAGGAGCCGAGGAGCTGGC

GCATCATACGATTTGCTCGCGCTGGGATTCAGTGAGCAGAGCAGCATTAGGGCAT

CATACTCTTCTCTCTTCGATGCCGCCAGGCATCGGTCAGAGGCGCAGAGCGCGGG

TGCGCCTTACGCTTCATCGCGAACACACGATGGTATGTGCCATCTGCACCGTACG

GGAACGTTCGTCAGATTCAATGAGAGCGCTTCGAC 


