IDENTIFICATION
Species: Arabidopsis thaliana
Locus: AT3G03220

Gene Model: AT3G03220.1
Description: AtEXPA-17
Family: Alpha Expansin

3D structure:

GENOME DATABASES

TAIR: https://www.arabidopsis.org/
KEGG: https://www.genome.jp/entry/T00041
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EXTERNAL RESOURCES
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Superfanilies PLNO0OOS50

Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 40-263 9.71e-87
SEQUENCES

Peptide

>AtEXPA-17

MQRFLLPLLFLALSPPAICHYSSSTSSPSSSSVSSDASEWRPARATYYAATNPRDAVGG
ACGYGDLVKSGYGMATVGLSETLFERGQICGACFELRCVDDLRWCIPGTSIHLTATNF
CAPNYGFDPDGGGHCNPPNKHFVLPIEAFEKIAIWKAGNMPVQYRRINCRKEGSMRF
TVDGGGIFISVLITNVAGSGDIAAVKIKGSRTGWLPMGRNWGQNWHINADLRNQALS
FEVTSSDRSTVTSYNVSPKNWNYGQTFEGKQFETP

CDS (coding sequence)
>AtEXPA-17

ATGCAACGGTTTCTTCTACCTTTACTCTTCCTTGCACTATCGCCGCCGGCGATTTG
TCATTACTCTTCCTCAACCTCTTCACCTTCTTCGTCCTCCGTTTCTTCCGACGCCTC
AGAATGGCGTCCAGCTCGAGCCACCTACTACGCCGCTACGAATCCTCGAGACGCG
GTGGGCGGTGCGTGTGGATACGGAGATCTCGTCAAATCTGGGTACGGTATGGCTA
CTGTTGGTCTAAGCGAGACTCTGTTTGAGCGTGGTCAGATCTGTGGTGCTTGTTTC
GAGCTCAGATGTGTTGATGATCTCCGTTGGTGTATCCCTGGAACTTCAATTATACT
CACCGCTACGAATTTCTGTGCTCCTAATTACGGATTTGATCCCGACGGTGGTGGTC
ATTGTAATCCACCTAACAAACATTTCGTGCTTCCGATCGAAGCGTTTGAGAAGAT
CGCTATTTGGAAAGCTGGGAACATGCCGGTGCAGTATCGAAGGATCAACTGTAG
AAAGGAAGGGAGCATGCGGTTTACAGTCGATGGTGGAGGCATTTTCATTTCGGTT
TTGATCACCAATGTTGCAGGGTCCGGTGATATAGCTGCTGTGAAGATCAAAGGGT
CGAGAACCGGGTGGTTACCTATGGGTCGTAATTGGGGACAAAATTGGCATATTAA
TGCTGATCTCAGGAACCAAGCTCTCTCATTTGAAGTAACTTCTAGTGACAGGTCA
ACCGTGACATCTTACAATGTCTCCCCGAAAAACTGGAATTATGGACAGACCTTCG
AAGGGAAACAATTCGAGACTCCGTGA
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Nucleotide
>AtEXPA-17

AAAAAATCAAATGTCAAATTGATCCAAATGAAAAATATCATGACATACTTTTTTG
AGCATGGGAGAGAGTCGGATGGAGACACATGAACGAAAGGTAAAGTTGACCCAA
AATTGTTACTGAAGTCCTCACTTTGATCACGAGATTTGGGTTTTGTGATTTGGGCC
TTACCCTAACCCATTTCGATTGAGGGCATTTTAGTCATTTTATATAAACCGACAAA
CCGGTAAAAGCAAAATGTTTTCCCACTAAAAGACTGAAAAAAACACTAAACCAA
AATTAAATCATCAAAAATCAAAATCTCTAAAATCAAAAATTCGCATTTTCTCTCTC
GCCGGAGAGATGCAACGGTTTCTTCTACCTTTACTCTTCCTTGCACTATCGCCGCC
GGCGATTTGTCATTACTCTTCCTCAACCTCTTCACCTTCTTCGTCCTCCGTTTCTTC
CGACGCCTCAGAATGGCGTCCAGCTCGAGCCACCTACTACGCCGCTACGAATCCT
CGAGACGCGGTGGGCGGTGCGTGTGGATACGGAGATCTCGTCAAATCTGGGTAC
GGTATGGCTACTGTTGGTCTAAGCGAGACTCTGTTTGAGCGTGGTCAGATCTGTG
GTGCTTGTTTCGAGCTCAGATGTGTTGATGATCTCCGTTGGTGTATCCCTGGAACT
TCAATTATACTCACCGCTACGAATTTCTGTGCTCCTAATTACGGATTTGATCCCGA
CGGTGGTGGTCATTGTAATCCACCTAACAAACATTTCGTGCTTCCGATCGAAGCG
TTTGAGAAGATCGCTATTTGGAAAGCTGGGAACATGCCGGTGCAGTATCGAAGGT
GCGTTTCTCTCCGCTTTTTCCCAATTTGTTTCGCGTTTTGTTAAAAAAATGCGTTTG
CGGTGGTGGGGAACGCGGTTCTGCTTTTAGACGCCACTATCGATTTAAAAAATCC
GGCGATGCTTTTGCTTTTGTGTCTTCTTCGATATCCGTGTGCTTTATTATGTGAGAT
GGGTTTACCCTAAATCTCTTCCTCAATATGCAATTTACTTTATTGCCCCTAATCGTT
TTATCTTAGTGTGTACAAGATTCTGAGAAATGGTAGATAGGTTTGCTCATCATAGT
TGAGTAGCTTTGCTCTCATTTTCATCTTAGCCATGAGAGGACTGAAATTGACTGTT
TCTGTGAAGTTCTAGGCACAATGCGGTAAACTACTATTTAGGTTCATGATACAAT
GGATCATTAGATCCTTTATTAGTTTGTGAAGTGTTTTGGAGCTGAGCCTATAAATA
GTTAGTTGCATATCACTTAAGTTATGAGTTATGACTTACAACCATTTTTGTTGGCT
TTTACCAAAACAGGATCAACTGTAGAAAGGAAGGGAGCATGCGGTTTACAGTCG
ATGGTGGAGGCATTTTCATTTCGGTTTTGATCACCAATGTTGCAGGGTCCGGTGAT
ATAGCTGCTGTGAAGATCAAAGGGTCGAGAACCGGGTGGTTACCTATGGGTCGTA
ATTGGGGACAAAATTGGCATATTAATGCTGATCTCAGGAACCAAGCTCTCTCATT
TGAAGTAACTTCTAGTGACAGGTCAACCGTGACATCTTACAATGTCTCCCCGAAA
AACTGGAATTATGGACAGACCTTCGAAGGGAAACAATTCGAGACTCCGTGAGAC
AGAGACGGACACATTGAGATACAATCCCATGATTCTTTTTTTCCGGGTCAGAATT
TTTTGATGGCAAGTATATCGATCTTGGTCTAAGGTTATCTTTAGGGTTGAAAAGG
AAAGAACTTGGGTCAGACTTTTGCATTTCATAGTTCTCTCTCTCCCACGCATAGGT
ACAAAAACTCACCAATGTACTAAGAACAGTGATCACACAAACATCACTATTGTAT
CTATTTGTTTACATTACTAAGGAGCGAAAGCTTCCTTCAAGTGCTTAAAGCTAATG
ATGAGTACTGAGTCTTATCGT




