IDENTIFICATION

Species: Asparagus officinalis

Locus: evm.model.AsparagusV1_04.3276

Gene Model: evm.model.AsparagusV1_04.3276
Description: AofEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aofficinalis_V1 1
KEGG: https://www.genome.jp/entry/T05243

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aofficinalis_V1_1
https://www.genome.jp/entry/T05243

GENE STRUCTURE

AofEXPB-01
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq, MLVF TRRCPGEDIGRRPE PRGMEL PHEFEVMVRC TROHACSHKPYTW I TOECPRGRCLYESYHFILNG TAIGAMALPRRFDRLRGYGYLP 1Y TRYPOFP HKT TAF HVACORSNANYFG SSSSRPDGERSL SNVELCESRSVNKA TURPHIQSUGHLUKLISGPHLRFPFS TRLTSOHSKKKW HRNAP ARURPGATYRSLVNFHE
Superfanilies Y OPBE_R1pA_EXP_N-1ike superfamily

PLNO3023
List of domain hits d

Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel foid of RIpA, N-terminal domain of expansins, and similar domains; The 31-08 8.50e-35
[+] PLN03023 super family 33621 Expansin-like B1; Provisional 31-205 9.97e-14

>AofEXPB-01

MLVFTRRQPGEDGRRPEPRGMELPMEPEVMVRCTRDHACSKKPVTVVITDECPRGPC
LVESVHFDLNGTAIGAMALPRRADRLRGVGVLPIQYTRVPCKFPHKTIAFHVACQAS
NRNYFGSSSSRPDGEGSLSNVELGESRSVNKATWRPMIQSWGALWKLDSGPKLRAPF
SIRLTSQHSKKKVVAKNVVPARWRPGATYRSLVNFH*

CDS (coding sequence)
>AofEXPB-01

ATGCTAGTCTTTACTCGCCGGCAACCCGGAGAAGATGGTCGCCGGCCGGAGCCAC
GTGGTATGGAGCTGCCAATGGAGCCGGAAGTGATGGTGAGGTGCACAAGAGATC
ATGCCTGTTCCAAAAAGCCGGTGACCGTTGTGATCACCGACGAATGCCCCAGGGG
TCCGTGTCTAGTGGAGTCCGTACATTTCGATCTCAACGGCACCGCGATCGGGGCG
ATGGCCTTGCCCCGCCGTGCTGATCGTCTGCGGGGTGTCGGAGTTCTACCTATCCA
ATACACACGCGTCCCCTGCAAATTCCCTCACAAAACCATCGCCTTCCACGTCGCA
TGTCAGGCTTCGAACCGCAACTACTTCGGGTCCTCGTCGAGTCGCCCTGACGGAG
AGGGAAGCCTCAGCAACGTCGAGCTCGGCGAGTCAAGGTCAGTCAACAAGGCCA
CGTGGCGACCAATGATACAATCCTGGGGTGCACTGTGGAAGCTTGATTCAGGGCC
GAAGCTGAGGGCTCCGTTCTCGATAAGGCTGACGTCGCAGCACTCGAAGAAGAA
GGTGGTCGCCAAGAATGTAGTTCCGGCCAGGTGGCGGCCGGGGGCCACTTACAG
GTCTCTTGTTAATTTCCACTAG

Nucleotide
>AofEXPB-01

ATGCTAGTCTTTACTCGCCGGCAACCCGGAGAAGATGGTCGCCGGCCGGAGCCAC
GTGGTATGGAGCTGCCAATGGAGCCGGAAGTGATGGTAATTAATTAGATGAAAT
ATGAATGAATGCGTCCATACGTACATACTAACTTCATACATAAGAGCATATAATG
TGTATGTTAAGGCTAATTAAATTACCAGATTGGTATATTTAGTTACTCATTATAAA
CAAGAAGGTATATATTCTTACTCTGGCGCCACAAAAAGGTGCGGAAATTGATAAA
GTCTTGACAGCAAGGTACCCCTTGTTGGCGGTGAGTTTTTGGGCGATCTAAATTA
GGAGTTTTTGCATAATGTACCCCCTCAAATTTCTCATATTTACAAATACAACCTCC
AAATCTTGATATTTGATTGAAAAAAGAACCCTCTCTCTCCTCGGTCTTTCTCTCCC



TCCAAATATATCTACCATCTTATCCAAGAATCCATGTTTACAATACATAACTGTTG
TTGCATTGCCCACAAACATTTCGCCATCTTCTTTGCAAATCGATAAATCCACTCGG
CCAAACGCAAAGCACCCACACGAGAGCACAAGAGAAGAGCAACCCAACAAGGG
CGAACTCATCGAGCCCCAAACTCGCATCATTCATCTGTACTTTGAACAACCTCGA
AGCCTCATCAGTCACCGCGCAAACCTATTATACCGAAACATGAGATCGCCGAATC
CCAAGATGCTAATTCATCTATGTAGTTGTAGTGGATGGGTAGAGAAGAATGACCG
GGGAATGGCGTAGTGTCACACCCCAGGCCCACGGGCCCGTTGGCGCGTGCAAGC
CGACCCACCGATCGAGAACAACTCGATGTTAGCTAAAGTACACTGCCAAAATGCT
AGCACTAGTTTCTTGGGCCTTGGGCTTTTCTATTTAAGTCACTAACATTTTTTCAC
ACTAATTCATGTGGGACTAAAGTGAGGGTGTCAAAATTACCCTACCTTACGAAGA
CAATGTCCTCGTCATCACGACATGACAATTAGCCAATCCCAGTACTACTGCTAGA
TGATGTTGACTCTAGAGGTGGCTCCTACGGGCTCTAGAGGTGGCTCACACCACAT
CCACATGGTGTAGCACTTAGCCCCGTATAATACTTAGCTCCACACTTCCGACTGTC
AACTTCTTTGATACCATTTTGTCACGCTCCAGGCCCACGGGCCCGTTGGCGCGTGT
AAGCCGTGGGACCCACCGAGAACAACTCGATGTTGACTAAAGTCCAACGCCAAA
ATGCTAGCACTAGTTTCTTGGGCATTGGGCTTCTCTATTTAAGCCGCTAACATTTA
TTCACACTAATCCATGTGGGACTAAAGTGGGGGTGTCACAAATAGATTGAGAGGT
GGTGATCGCTTGGTTATGATTTGAGTGCAGGTTTCGGTGGTTGTTTCTGGAGTAGG
TTGCGGGATATTGTAGTAGACGAGTTTGAGCCTTCTTTCCGACTTAACTCACGTCA
TCTCTCCACAGGGTCCCAAATGAATTAGTTTATTTGAAAAAAATCCTTGTTCTTTG
GAAGATCTATCTCGTGTCTGGTACTGCATGGTTCAGATAAATGTGAGGGGGGGGG
GGGGGGGGGGGGATATCAAGAATTAGAGGTTAAATTTATAATTACTGGAGGTTT
GAGGGGTATATGTGCAAAAGGCCCTAATTTAAATTGTTCAAACTCATCGACAACA
ACGATAAATATCTTATTGTCAAAATATAACCCTTTTTTATACCTTGTAGTTGTCGG
AGCAAGAAAATTTATTTTATTGATAACCACGGGTAACTAAATATATCAATTTAGT
AATTTATCCTCCATATTAATGACATTGCATTATCATTAACTTCCATGCCCACGGAC
AAACATAGAGAACTATCTACCGATCTTTGTCATCTTCATAATTGATGTATCAAGA
AAGAAAGAAAGAAAGAAAGAAATTTAATTGTTTTCCGCTATTTTGTACCGATCAA
AGAATAAACGGTTGTTGTTAGAAGGTCGAGTCAAGTGAGACCATGGTTTTAAATG
AACTATGTTGATGCCTCAATGGTCAATTTATTTTTCTCTAAAAGAAAAATAAATA
ACAAATAATAGAGGAGTTAAATGGTAATTATCTTTTTTTTTCTCTCGTGTGAATTG
ACAGGTGGAGCATGTGGATATGGGAATGCAGTAGGGAAGCCGGAAGCATCCATT
CTCCTCTAGCATTGCTGCTGGAAGCCCCTCCGTTTTCAAAGCCGGCAAAGGCTGC
GGTGCCTGCTATCAGGTATATATGCAATAGGGAAGCGTTACAGGCATACCCTCAG
GCACATTACCAACCACACCCCCTCTCTATCTACAGTGCAGGGGTCTCACATCAGT
TTTTTTAAAAAAATATGATGTGGGCCCCCCTGTACTGTAGATAGAGAGGAGGTGT
GGTTGATGGTGTGTCTGAGGGTGTGTCTGTATTATTTTTCTATGCAATATTATTAC
AATACATATAATACTAGTGGTCTTTTTTGATGTTATTACTCCTTTAAATATTTCAA
AGTTAAACTTAGGCCATCAAATCCCTGAAATTGCTATCAGGAGTGGTAAATGATC
GAATCGAATCGAATACCAAGGTGTTCGTATTTGTATTTGTTTAAAATTATCGAATT
CGAATGCAGACTCTAATATTCATATATGGAGTTTTTTTGAATTCGAACTCGAATAC
TTGGTATTTGATAAATATTCATGAATATTCACGAATACTTTTCGAATATCAAAGTA
TATTTATTCCGCTAAAGAATTTGATTTTCAAATGGTATTTAAATTCATAAATAAAA
ATTATTCCTTTATAATATATAATGTATGCATATTTAAATAAAAAATTTCATTAGAA
AACAAATTTAAGATTATTTAAGTCTTTAGATCAGTACATAAAACTTTAGTATAAA
TGATAAATAGGTTAAAAATATGACATCATATGTGCAATAATAAAATAATAAGTGA
TCAAATTTTAAACAAATATTTGATAGACAAACGAATCGAATATACATCTGGTTAA




ATTCTATTCGTTAGTAAACTCGAATACTAAAAAATATTTGTTTAGTGGTAAATGA
ACTACCGAATCGAATATGGCCGAATAGTTACATGAACAATTATCGAACTATTTAT
TAATTATTTGGTTCATTTCCACCCCTAATTGCTATTACGTCTCTCATTTTTTGTAAG
CCGTTAAAAATTAATCTCTCTCCAATTCCTACTTTTAGCCTTGAAGTAGCTTAAGA
AGGGGAGGTGAGCAATTTTAATGGTTAATTTGAACTACAAATTTCAAAGTACGAA
AAGTCTGAGGGATTAATATCGAAAAAAACTCTGCGTACTCATTCTAGCCGTTTGA
ATTGAATGCATCGTTGTTCCTACTAAAATTGAGCTCTCTTGAAACTCATCAGGTGA
GGTGCACAAGAGATCATGCCTGTTCCAAAAAGCCGGTGACCGTTGTGATCACCGA
CGAATGCCCCAGGGGTCCGTGTCTAGTGGAGTCCGTACATTTCGATCTCAACGGC
ACCGCGATCGGGGCGATGGCCTTGCCCCGCCGTGCTGATCGTCTGCGGGGTGTCG
GAGTTCTACCTATCCAATACACACGGTAAGAATATATACGTAACACCTCCGACTA
ACAACTTCTATAGTTCTATCTAAACTCATTCTTCTTTCTAACTATTTCATTTAAGGG
CTTATTTGGTAATTCTTAGTAAGGTTCTAATTGTAGATATTATTTGAAGAACGCTG
TTACAGGGACCCAAAATATAGGATCATTGAAGGGGACATGTGAGATGCTCCCCTC
CTATTGCATAATGAGCTGACATGACCAGCTCATTATGGAATAGGGAGGGGACACC
TCACATGTTCTCTCCATTGGTCCCATATTTTTGGTACTTAAGTCATTTTTCTTATTI
GAATAATAGAAAATTGAGATGACAGCTGATATGATGTCTTTTCTTTTATATTTAAT
TGATTATATAGTAGAAAGTGAATATTTCTGGATACGTTAAACGGATACAAACGTG
ATAAGCTAATAACATGTTTGATCTGATCTGTTCACCAAAGGGTAGTATCTAATTC
AAGTAAGATCTAATTCATTAAGCTAATAATATGTTGTGGTACAAAATTAGTATGA
AATTGTAATTGTAGTAACAAAATAACGACAAATAACGAATTACATCTTACTTGAT
CTCTCCCGTCAGCGTCCCCTGCAAATTCCCTCACAAAACCATCGCCTTCCACGTCG
CATGTCAGGCTTCGAACCGCAACTACTTCGGGTCCTCGTCGAGTCGCCCTGACGG
AGAGGGAAGCCTCAGCAACGTCGAGCTCGGCGAGTCAAGGTCAGTCAACAAGGC
CACGTGGCGACCAATGATACAATCCTGGGGTGCACTGTGGAAGCTTGATTCAGGG
CCGAAGCTGAGGGCTCCGTTCTCGATAAGGCTGACGTCGCAGCACTCGAAGAAG
AAGGTGGTCGCCAAGAATGTAGTTCCGGCCAGGTGGCGGCCGGGGGCCACTTAC
AGGTCTCTTGTTAATTTCCACTAG






