IDENTIFICATION
Species: Olea europaea
Locus: Oeu021058

Gene Model: Oeu021058.1
Description: OeuEXPA-06
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php



https://phytozome-next.jgi.doe.gov/info/Oeuropaea_v1_0
https://www.genome.jp/entry/T05244
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

: 3 100 125 150 17s 200 25

Query seq.
Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+] PLN0O0050 super family 31535 expansin A; Provisional 1-234 227e-139
SEQUENCES

Peptide

>0euEXPA-06

MLSSVHGRGGGWSNAHATFYGGNDASGTMGGACGYGNLYSQGYGTNTAALSTAL
FNSGLSCGSCFEIRCVNERQWCLPGSIMVTATNFCPPNNALPNNAGGWCNPPQHHFD
LSQPVFQHIAQYRAGIVPVAYRRVPCKRRGGIRFTLNGHSYFNLVLITNVGGAGDVH
AVSIKGSRTGWQPMSRNWGQNWQSNNYLNGQSLSFKVTTSDGRTVVSYNVAPPSW
SFGQTFAGSQLR*

CDS (coding sequence)
>0eUEXPA-06

ATGCTTTCATCTGTTCATGGCCGTGGTGGAGGATGGAGTAATGCTCATGCCACCTT
CTATGGTGGAAATGATGCCTCTGGCACAATGGGTGGGGCTTGTGGCTACGGAAAT
TTGTACAGCCAAGGGTATGGTACAAACACTGCAGCTTTGAGTACAGCTCTGTTCA
ACAGTGGGTTGAGCTGTGGGTCTTGTTTTGAGATTAGATGTGTTAATGAGAGGCA
ATGGTGCTTGCCTGGTTCAATTATGGTCACAGCCACCAATTTCTGTCCACCAAATA
ATGCACTTCCGAACAATGCAGGAGGGTGGTGCAACCCTCCTCAGCACCACTTTGA
CCTCTCCCAGCCTGTTTTTCAACACATTGCACAGTACAGAGCTGGAATTGTCCCTG
TTGCTTACAGAAGGGTACCCTGCAAAAGAAGGGGAGGTATAAGGTTCACACTTA
ATGGCCACTCCTACTTCAACCTAGTACTCATAACCAATGTTGGTGGCGCCGGTGA
TGTTCATGCAGTGTCGATAAAGGGGTCGAGGACCGGTTGGCAGCCTATGTCGAGA
AATTGGGGCCAAAATTGGCAGAGCAACAACTATCTTAACGGCCAAAGCCTCTCGT
TTAAGGTCACCACCAGCGATGGCCGCACCGTGGTTTCTTACAATGTTGCTCCTCCA
AGCTGGTCTTTTGGACAGACCTTCGCCGGTAGCCAATTACGGTGA

Nucleotide
>0euEXPA-06

ATGCTTTCATCTGTTCATGGCCGTGGTGGAGGATGGAGTAATGCTCATGCCACCTT
CTATGGTGGAAATGATGCCTCTGGCACAATGGGTATGTCCTTTATCCTCTTAGGG
GAATATTGGGCATATCATATATGTCTCCCTTGTGGTGATTAAGCTTAAGCTTTTCT
TGGCAAAATTTTTGCAGGTGGGGCTTGTGGCTACGGAAATTTGTACAGCCAAGGG
TATGGTACAAACACTGCAGCTTTGAGTACAGCTCTGTTCAACAGTGGGTTGAGCT
GTGGGTCTTGTTTTGAGATTAGATGTGTTAATGAGAGGCAATGGTGCTTGCCTGG
TTCAATTATGGTCACAGCCACCAATTTCTGTCCACCAAATAATGCACTTCCGAAC



AATGCAGGAGGGTGGTGCAACCCTCCTCAGCACCACTTTGACCTCTCCCAGCCTG
TTTTTCAACACATTGCACAGTACAGAGCTGGAATTGTCCCTGTTGCTTACAGAAG
GTATTTTAGCATTAAATGAATATTTACTGCTAGGTTTATAAATTTTCTTGTGGTCC
TAGGTTATGAATATTTACTGCTAGTACTATTCCTATTGGCACTTCGGTTTGATGGT
GACTGTTTTGGTGCTAAATTGGTAACTGTTGTGACTTTAATTTTGTAGGGTACCCT
GCAAAAGAAGGGGAGGTATAAGGTTCACACTTAATGGCCACTCCTACTTCAACCT
AGTACTCATAACCAATGTTGGTGGCGCCGGTGATGTTCATGCAGTGTCGATAAAG
GGGTCGAGGACCGGTTGGCAGCCTATGTCGAGAAATTGGGGCCAAAATTGGCAG
AGCAACAACTATCTTAACGGCCAAAGCCTCTCGTTTAAGGTCACCACCAGCGATG
GCCGCACCGTGGTTTCTTACAATGTTGCTCCTCCAAGCTGGTCTTTTGGACAGACC
TTCGCCGGTAGCCAATTACGGTGA





