IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10039816

Gene Model: Lus10039816
Description: LUseXPB-01
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES
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Query seq.

Specific hits

Superfanilies L e
DPBE_RIpA_EXP_N-like superfamily

List of domain hits o
Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 36-159 3.33e-67
[+] PLN00193 super family cl33423 expansin-A; Provisional 3-262 1.74e-29

>LusEXPB-01

MQLISFTTLFFASVIFFTVSSQVPVHHPAASDDHHWHPATATWY GSPEGDGSDGGAC
GYGSMVDVKPLRARVGAVSPVLFRSGEGCGACYKVKCLDKSICSRRAVTVIVTDECP
GGYCSGGKTHFDLSGAAFGRMAFAGEAGMLRNKGELPVIFRRTPCKYPGKNIAFHV
NEGSTDFWLSLLVEFEDGDGDVGSMHIRQGGGSEWMEMKHVWGATWCIVGGPLRG
PFSVKLTTLSTGKSLSARDVIPSNWSPKATYTSRLNFLH*

CDS (coding sequence)
>LuseXPB-01

ATGCAGCTGATTTCGTTTACCACTCTGTTTTTCGCCTCCGTCATCTTCTTCACCGTC
TCCAGCCAGGTCCCAGTCCACCACCCTGCAGCCTCCGACGACCACCATTGGCACC
CCGCCACCGCCACCTGGTACGGCAGCCCAGAAGGCGACGGCAGCGACGGAGGGG
CGTGCGGGTACGGGTCGATGGTGGATGTGAAGCCGCTCCGGGCGCGGGTCGGAG
CGGTGAGCCCAGTTCTTTTCCGGAGCGGGGAAGGATGCGGAGCTTGCTACAAGGT
GAAGTGCTTGGACAAGAGCATTTGCTCCAGAAGGGCGGTCACCGTAATTGTCACC
GACGAGTGTCCAGGCGGGTACTGCTCCGGTGGAAAAACCCACTTCGATCTCAGTG
GAGCTGCATTCGGACGCATGGCCTTCGCCGGCGAAGCCGGCATGCTCCGGAACA
AGGGCGAGCTCCCCGTCATTTTCCGACGGACTCCGTGTAAATACCCTGGGAAGAA
CATAGCGTTCCATGTGAACGAAGGCTCGACGGACTTCTGGTTGTCGCTGCTTGTG
GAGTTCGAGGATGGTGATGGCGACGTCGGTTCCATGCACATCCGACAGGGAGGT
GGGAGTGAGTGGATGGAGATGAAGCATGTGTGGGGAGCAACATGGTGCATAGTT
GGTGGGCCATTGAGAGGTCCATTCTCAGTGAAGCTCACCACTCTGTCTACAGGGA
AATCCCTCTCAGCTAGGGATGTTATCCCTAGCAACTGGTCTCCCAAGGCCACTTA
CACTTCACGCCTCAACTTCCTCCACTAG

Nucleotide
>LusEXPB-01

ATGCAGCTGATTTCGTTTACCACTCTGTTTTTCGCCTCCGTCATCTTCTTCACCGTC
TCCAGCCAGGTCCCAGTCCACCACCCTGCAGCCTCCGACGACCACCATTGGCACC
CCGCCACCGCCACCTGGTACGGCAGCCCAGAAGGCGACGGCAGCGACGGTAATT



TTACAAAAAACACTCAAAACTCAAAAACCCAATAGTTAGTTTTGGTTCGAGATCT
GTGAAATTTTCAAATTTGAGCTGAAATTGTACATTTTGAAATTGGGCAGGAGGGG
CGTGCGGGTACGGGTCGATGGTGGATGTGAAGCCGCTCCGGGCGCGGGTCGGAG
CGGTGAGCCCAGTTCTTTTCCGGAGCGGGGAAGGATGCGGAGCTTGCTACAAGGT
GAAGTGCTTGGACAAGAGCATTTGCTCCAGAAGGGCGGTCACCGTAATTGTCACC
GACGAGTGTCCAGGCGGGTACTGCTCCGGTGGAAAAACCCACTTCGATCTCAGTG
GAGCTGCATTCGGACGCATGGCCTTCGCCGGCGAAGCCGGCATGCTCCGGAACA
AGGGCGAGCTCCCCGTCATTTTCCGACGGTACGTATTGTCGGAGTTGGTTGGTAG
AATTTTTCTTCAATATTTATTTACTTTCTCTGTTGCTCTGTTTTTCTGATTTCTCTGT
TTCTTTTCCAGTCATTGTCGTTTAGAGTAGACCAGTCATTTTCTTTCTTTCCTCTTT
TGCCCCTGTAAAATCGCATGTCAAAACTCAAAACATTTCGGTCAAACCTCTAGTC
TACCAAGGTCACAATTGTCAGTTAGGTACTAAATAAGGGAAGTAACGAAATTTCA
TGTAAGTCCACTTAAAGCTATACCGTACTAGTAGTGTCTTTGATCATTTTGGTTTC
GTTACTAATAAGTAAAAATTGACATGGTACAATTACAGGACTCCGTGTAAATACC
CTGGGAAGAACATAGCGTTCCATGTGAACGAAGGCTCGACGGACTTCTGGTTGTC
GCTGCTTGTGGAGTTCGAGGATGGTGATGGCGACGTCGGTTCCATGCACATCCGA
CAGGTAATTCGGTTTACTAAAGTTACGAACCAAATTGTTACGGTTTCTAAAGTTA
CGAACTGATCGAGTCGATTTCGAAATTACCCTTTATGGGAAGGGGACAAGGGTGA
CATGTTTTCTGAAGTGGTACACTTTAAAGAGAGAAACTGGCTCCTGAAGTCATGA
CGGGCAAAAATGGGTTTGCTCCATTAAAAATCTGAAGAAATCAAAAGCTATTAA
AGCCACATAAAGTTATTAGAAGAAGATGGAGGAGCACTACTGTTAACTATTCCCT
TTTGTTAACTAATAACACAAAGGTCACCATAATTTATAGTCTTTACCCTATCGGTC
CGACTCAACCCGTCAAAAGGGTCATCAAGCCAGTTCGATACAATGCAAATATAAT
TACGGTTTAGCTTGTCGTCCTAATCACGAGTATATGTAACATCATAGACATTCTAC
CATGTATCGTTTCTGATAAGTACCTCGTATCGTTAGACTCACTGATTTGGTGTCGG
GACTACGATGTTGCAGGGAGGTGGGAGTGAGTGGATGGAGATGAAGCATGTGTG
GGGAGCAACATGGTGCATAGTTGGTGGGCCATTGAGAGGTCCATTCTCAGTGAAG
CTCACCACTCTGTCTACAGGGAAATCCCTCTCAGCTAGGGATGTTATCCCTAGCA
ACTGGTCTCCCAAGGCCACTTACACTTCACGCCTCAACTTCCTCCACTAG






