
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0040s0084 

Gene Model: Kalax.0040s0084.1.p 

Description: KlEXLA-01 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXLA-01 

MASSLLFVSFFCFLVASVSACDRCLHQSKAAFFSSAAALNSGACGYGSLAIGFNAGHL

AAAVPSIFKDGAGCGACFQIRCKDPKICRKNGTKIIVTDLNKSNQTDFVLSSRAFRAM

ANKGMDRELIRMGIADVEYRRVPCDYKQNLAVRVEESSQKPHYLAVKILYQGGQTE

IVGVDVAKVGSANWGFMSRSFGAVWDTSRVPEGPLQFRFIVTAGYDGKYVWAKSV

LPEDWKAGQVYDSGIQIDDIAQDGCHPCDDSQWN* 

CDS (coding sequence) 

>KlEXLA-01 

ATGGCTTCTTCTCTCTTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGT

GCTTGTGATCGCTGCTTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGC

GCTCAACTCTGGGGCATGTGGATACGGCTCATTGGCAATCGGCTTCAACGCCGGG

CACCTGGCGGCTGCCGTTCCTTCCATTTTCAAGGACGGTGCTGGTTGTGGTGCTTG

TTTTCAGATAAGATGTAAAGACCCCAAAATCTGCCGCAAAAATGGGACTAAGATC

ATTGTCACGGACCTCAACAAGAGCAACCAGACTGACTTTGTTCTGAGCAGCAGAG

CCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAGAGCTCATCAGAATGGGGA

TTGCTGATGTTGAATACAGAAGGGTGCCTTGTGATTACAAACAGAACTTGGCTGT

GCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTAGCAGTCAAAATCCTCTAC

CAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTGCCAAGGTTGGTTCAGCTA

ATTGGGGGTTCATGAGCAGGAGCTTTGGTGCAGTCTGGGACACCAGCCGGGTCCC

TGAAGGACCGTTACAGTTCCGTTTTATCGTCACAGCTGGTTATGACGGGAAATAC

GTGTGGGCTAAGAGCGTCTTACCCGAAGACTGGAAGGCTGGTCAGGTTTATGACT

CTGGAATTCAGATAGACGACATTGCGCAAGATGGATGCCACCCTTGTGATGACAG

CCAATGGAACTGA 

Nucleotide 

>KlEXLA-01 

TTATTTTGAAATTGATAGCTTAAATAAGCCAGTGTCACAGCTCAATCATACACCA

CCAATACATCATTGGATCATCCCTATCTTTTAATGGTGGCCCAGAAGAACATAAA

TCCAAAGGTTGTCTAGTTCTTGAATCCAGCTCACCCCAGAAAGCAAGGCCAACCC

CAATCCCAACTCATCAACCCTCTCACTTGGCTTCAAAGCCAAGCACACCAAATGA

TCAGTAAGCTCGAATTTTGAACCCATTTCATTACAATATCTGTACGCTAAAACAG



GACTGGTTTGACTCTTAAGAATCATCCACTTACAGACACACGTCTACTGATTGAA

ACCCAGCTGTTGGCGTGTTGTCTAAGAGTCGGTAAGCATAGTTTATGACTTGACT

GCTTTATGCACACATACCTTACCTATCTTTGCTCCGCCGCGTATTGGTAATTGCTT

GTCTCTTTTCGTTACCATGAGTAAGCATCTGTTGTTTCTTTCCCAGTAGCTGAACT

GTATTGAAAGCACATCAACGCAAACATAAATGCAGTTAAAGGGTAGCAACCTTG

AAAATCCTATCCTTTCACACTTGGAAAAAGAAATTGATGACTTGATGACCTGGAC

ACCTCTTTCTGCTTACTTATCTTTTTGCCACCACCATCCCCTATATAAAGGCCCCAT

TTTGATGCTACTTTAGACTCAACATAACTCAAAACTCAGAAATGGCTTCTTCTCTC

TTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGTGCTTGTGATCGCTGC

TTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGCGCTCAACTGTAAGTG

GGAAATAGCTTAAATCTGTTGTTCTGATCTTGACCCAGATGAGTTTCTGTAGTAAA

TTTACGATTTTGAGACTGACCCGGATGCAAGTTTGAGAACTCTACAAGTGGGTGA

TGATTGTTTTTGTGATTTGATTTCAGCTGGGGCATGTGGATACGGCTCATTGGCAA

TCGGCTTCAACGCCGGGCACCTGGCGGCTGCCGTTCCTTCCATTTTCAAGGACGG

TGCTGGTTGTGGTGCTTGTTTTCAGGTCACTCAACCACCACATCTTTCAATTTCAA

GTCTCACACTTTTCAAAACAACCTCGCACGGAAAACTCACAACTGAAAAATCTGA

CATTGTTGCAGATAAGATGTAAAGACCCCAAAATCTGCCGCAAAAATGGGACTA

AGATCATTGTCACGGACCTCAACAAGAGCAACCAGACTGACTTTGTTCTGAGCAG

CAGAGCCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAGAGCTCATCAGAAT

GGGGATTGCTGATGTTGAATACAGAAGGTAAGTCAGTAATCACAATTGTTAACAA

CTACTAGTAAATTATGATACAGCCTTGTTTACCAAACTCTTTGCACCAAAACCTGC

TACTCTGAAAACACATGCAATTTCCAGCCTTGTGGTTGTAATTCGAAGCGATAAA

TCTTTGGGGGAAATGGTTTTGTTACACCCACTACATATGCACAGACACAAAAGAA

TACAGTACTCCGTAGTCAATTAGCCTTGAATGTACTGGGTCCTACGCTAGTCTGCT

ATTGTCTGTAATGTACGACTAATAAAATCAGCACAGATTAGTATGACGATCATAA

TAACGGTCCAATACTATGCTCACGGCCCCACAAACTGCATCAATAGAATATCTAA

ACTGGATTGGTCTGTGGATTCATGGAACAGGGTGCCTTGTGATTACAAACAGAAC

TTGGCTGTGCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTAGCAGTCAAA

ATCCTCTACCAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTGCCAAGGTAC

CAATCAAATTTGAGCGAACAGTTGAGACAGTGACCTTAAAAACTAAAAAGGGAT

CACTTGTTGATGATCACGTGTCTAAAGATATTCGAAGAGCACATCATTTGACTGA

GTTTTGTCTTTGTGGCTTGTAGGTTGGTTCAGCTAATTGGGGGTTCATGAGCAGGA

GCTTTGGTGCAGTCTGGGACACCAGCCGGGTCCCTGAAGGACCGTTACAGTTCCG

TTTTATCGTCACAGCTGGTTATGACGGGAAATACGTGTGGGCTAAGAGCGTCTTA

CCCGAAGACTGGAAGGCTGGTCAGGTTTATGACTCTGGAATTCAGATAGACGACA

TTGCGCAAGATGGATGCCACCCTTGTGATGACAGCCAATGGAACTGAAATCCAGC

TACAGCTACCGCCTTCCCCATGTTTATACAACTAATGACAAAGAAAGTTACATAA

ACATATAGAAAATGTAATAGTATGTTTTGGTCTCAGAATGGAATAACATGGATGT

TCATCACTGTAGCATTTGCATCATATGTGCTCTGCAAGTGTTTGGGCCTTCTTCAA

CCACATTCAAAAACTCTAATGCGATTGATGTCTGTCTGGGCATTGCAGTCCTCATC

CCATTTGGTGGATGAAAGGCCCAGCTGAAAGTGTGAGACTGAGATGGGCCATTG

GAACTCCCAACCCAGCAAAAGTGCAGCTTTTTGA 




