IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0040s0084

Gene Model: Kalax.0040s0084.1.p
Description: KIEXLA-01

Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
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W Name Accession Description Interval E-value
[+] PLN03023 super family cl3362 Expansin-like B1; Provisional 41-245 1.49e-70
SEQUENCES

Peptide

>KIEXLA-01

MASSLLFVSFFCFLVASVSACDRCLHQSKAAFFSSAAALNSGACGYGSLAIGEFNAGHL
AAAVPSIFKDGAGCGACFQIRCKDPKICRKNGTKIIVTDLNKSNQTDFVLSSRAFRAM
ANKGMDRELIRMGIADVEYRRVPCDYKQNLAVRVEESSQKPHYLAVKILYQGGQTE
IVGVDVAKVGSANWGFMSRSFGAVWDTSRVPEGPLQFRFIVTAGYDGKYVWAKSV
LPEDWKAGQVYDSGIQIDDIAQDGCHPCDDSQWN*

CDS (coding sequence)
>KIEXLA-01

ATGGCTTCTTCTCTCTTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGT
GCTTGTGATCGCTGCTTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGC
GCTCAACTCTGGGGCATGTGGATACGGCTCATTGGCAATCGGCTTCAACGCCGGG
CACCTGGCGGCTGCCGTTCCTTCCATTTTCAAGGACGGTGCTGGTTGTGGTGCTTG
TTTTCAGATAAGATGTAAAGACCCCAAAATCTGCCGCAAAAATGGGACTAAGATC
ATTGTCACGGACCTCAACAAGAGCAACCAGACTGACTTTGTTCTGAGCAGCAGAG
CCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAGAGCTCATCAGAATGGGGA
TTGCTGATGTTGAATACAGAAGGGTGCCTTGTGATTACAAACAGAACTTGGCTGT
GCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTAGCAGTCAAAATCCTCTAC
CAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTGCCAAGGTTGGTTCAGCTA
ATTGGGGGTTCATGAGCAGGAGCTTTGGTGCAGTCTGGGACACCAGCCGGGTCCC
TGAAGGACCGTTACAGTTCCGTTTTATCGTCACAGCTGGTTATGACGGGAAATAC
GTGTGGGCTAAGAGCGTCTTACCCGAAGACTGGAAGGCTGGTCAGGTTTATGACT
CTGGAATTCAGATAGACGACATTGCGCAAGATGGATGCCACCCTTGTGATGACAG
CCAATGGAACTGA

Nucleotide
>SKIEXLA-01

TTATTTTGAAATTGATAGCTTAAATAAGCCAGTGTCACAGCTCAATCATACACCA
CCAATACATCATTGGATCATCCCTATCTTTTAATGGTGGCCCAGAAGAACATAAA
TCCAAAGGTTGTCTAGTTCTTGAATCCAGCTCACCCCAGAAAGCAAGGCCAACCC
CAATCCCAACTCATCAACCCTCTCACTTGGCTTCAAAGCCAAGCACACCAAATGA
TCAGTAAGCTCGAATTTTGAACCCATTTCATTACAATATCTGTACGCTAAAACAG



GACTGGTTTGACTCTTAAGAATCATCCACTTACAGACACACGTCTACTGATTGAA
ACCCAGCTGTTGGCGTGTTGTCTAAGAGTCGGTAAGCATAGTTTATGACTTGACT
GCTTTATGCACACATACCTTACCTATCTTTGCTCCGCCGCGTATTGGTAATTGCTT
GTCTCTTTTCGTTACCATGAGTAAGCATCTGTTGTTTCTTTCCCAGTAGCTGAACT
GTATTGAAAGCACATCAACGCAAACATAAATGCAGTTAAAGGGTAGCAACCTTG
AAAATCCTATCCTTTCACACTTGGAAAAAGAAATTGATGACTTGATGACCTGGAC
ACCTCTTTCTGCTTACTTATCTTTTTGCCACCACCATCCCCTATATAAAGGCCCCAT
TTTGATGCTACTTTAGACTCAACATAACTCAAAACTCAGAAATGGCTTCTTCTCTC
TTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGTGCTTGTGATCGCTGC
TTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGCGCTCAACTGTAAGTG
GGAAATAGCTTAAATCTGTTGTTCTGATCTTGACCCAGATGAGTTTCTGTAGTAAA
TTTACGATTTTGAGACTGACCCGGATGCAAGTTTGAGAACTCTACAAGTGGGTGA
TGATTGTTTTTGTGATTTGATTTCAGCTGGGGCATGTGGATACGGCTCATTGGCAA
TCGGCTTCAACGCCGGGCACCTGGCGGCTGCCGTTCCTTCCATTTTCAAGGACGG
TGCTGGTTGTGGTGCTTGTTTTCAGGTCACTCAACCACCACATCTTTCAATTTCAA
GTCTCACACTTTTCAAAACAACCTCGCACGGAAAACTCACAACTGAAAAATCTGA
CATTGTTGCAGATAAGATGTAAAGACCCCAAAATCTGCCGCAAAAATGGGACTA
AGATCATTGTCACGGACCTCAACAAGAGCAACCAGACTGACTTTGTTCTGAGCAG
CAGAGCCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAGAGCTCATCAGAAT
GGGGATTGCTGATGTTGAATACAGAAGGTAAGTCAGTAATCACAATTGTTAACAA
CTACTAGTAAATTATGATACAGCCTTGTTTACCAAACTCTTTGCACCAAAACCTGC
TACTCTGAAAACACATGCAATTTCCAGCCTTGTGGTTGTAATTCGAAGCGATAAA
TCTTTGGGGGAAATGGTTTTGTTACACCCACTACATATGCACAGACACAAAAGAA
TACAGTACTCCGTAGTCAATTAGCCTTGAATGTACTGGGTCCTACGCTAGTCTGCT
ATTGTCTGTAATGTACGACTAATAAAATCAGCACAGATTAGTATGACGATCATAA
TAACGGTCCAATACTATGCTCACGGCCCCACAAACTGCATCAATAGAATATCTAA
ACTGGATTGGTCTGTGGATTCATGGAACAGGGTGCCTTGTGATTACAAACAGAAC
TTGGCTGTGCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTAGCAGTCAAA
ATCCTCTACCAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTGCCAAGGTAC
CAATCAAATTTGAGCGAACAGTTGAGACAGTGACCTTAAAAACTAAAAAGGGAT
CACTTGTTGATGATCACGTGTCTAAAGATATTCGAAGAGCACATCATTTGACTGA
GTTTTGTCTTTGTGGCTTGTAGGTTGGTTCAGCTAATTGGGGGTTCATGAGCAGGA
GCTTTGGTGCAGTCTGGGACACCAGCCGGGTCCCTGAAGGACCGTTACAGTTCCG
TTTTATCGTCACAGCTGGTTATGACGGGAAATACGTGTGGGCTAAGAGCGTCTTA
CCCGAAGACTGGAAGGCTGGTCAGGTTTATGACTCTGGAATTCAGATAGACGACA
TTGCGCAAGATGGATGCCACCCTTGTGATGACAGCCAATGGAACTGAAATCCAGC
TACAGCTACCGCCTTCCCCATGTTTATACAACTAATGACAAAGAAAGTTACATAA
ACATATAGAAAATGTAATAGTATGTTTTGGTCTCAGAATGGAATAACATGGATGT
TCATCACTGTAGCATTTGCATCATATGTGCTCTGCAAGTGTTTGGGCCTTCTTCAA
CCACATTCAAAAACTCTAATGCGATTGATGTCTGTCTGGGCATTGCAGTCCTCATC
CCATTTGGTGGATGAAAGGCCCAGCTGAAAGTGTGAGACTGAGATGGGCCATTG
GAACTCCCAACCCAGCAAAAGTGCAGCTTTTTGA






