
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0016s0004 

Gene Model: Kalax.0016s0004.1.p 

Description: KlEXPA-09 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-09 

MGVLHPLRATLVCLALIQTSCEVAEDTPEWNTATATYSNQTDTSIVTEGACGYGDLP

EATYGKSSAGVSSVLFGKGRTCGACFEVRCVDHILWCLQGSPSVTLTTTDFCPPNFGL

ASDYGGWCNSPNRHFHMSKAAFGEIAEMKADIVPVQFRRVKCERKGGMRFTVTGSS

GFYQVLITNVGLDGEVVAVKVKGSRTGWIPMARNWGQNWHSNINLTGQPLSFEVTS

SSGRTATSYNVAPPNWQFGQTFEGRQFHGVKDSNNIAR* 

CDS (coding sequence) 

>KlEXPA-09 

ATGGGAGTGCTTCATCCCCTCCGAGCCACACTTGTCTGCCTGGCTTTGATCCAGAC

TTCTTGTGAGGTTGCAGAAGATACTCCAGAATGGAATACTGCCACTGCAACCTAT

TCCAACCAAACAGACACCTCCATCGTCACTGAGGGTGCTTGTGGATACGGAGATC

TTCCCGAGGCCACATATGGTAAGTCCAGTGCTGGAGTGAGCAGCGTGTTGTTCGG

CAAGGGGAGGACCTGTGGGGCTTGTTTTGAGGTCAGATGTGTTGATCATATCCTC

TGGTGCTTGCAAGGCAGCCCCTCTGTGACACTCACCACCACGGATTTCTGCCCGC

CTAATTTCGGGCTGGCATCTGACTATGGCGGCTGGTGCAACTCTCCTAACCGGCA

TTTTCATATGTCAAAAGCTGCATTTGGGGAGATTGCAGAGATGAAAGCTGATATA

GTCCCTGTGCAATTCAGAAGGGTGAAATGTGAAAGAAAAGGTGGGATGAGATTC

ACTGTGACAGGAAGTTCAGGCTTCTATCAGGTGCTGATCACCAATGTAGGGCTAG

ATGGTGAAGTTGTTGCCGTAAAAGTGAAGGGATCAAGAACTGGGTGGATACCAA

TGGCGAGAAACTGGGGACAGAACTGGCACTCCAATATCAACCTTACTGGGCAGC

CGTTGTCATTTGAGGTTACAAGCAGCAGTGGACGAACAGCGACATCCTACAATGT

TGCTCCTCCCAACTGGCAGTTTGGTCAGACATTTGAAGGCAGGCAATTCCATGGT

GTCAAAGACTCCAACAACATAGCAAGATAA 

Nucleotide 

>KlEXPA-09 

GAAATAGAACTATAAGTTGCCAGAAAAGGGTTTCAACAAAAGAAAACATAGTTG

CTAGGAAGTTCAGAAAAACACCACACCAAAATGGGAGTGCTTCATCCCCTCCGA

GCCACACTTGTCTGCCTGGCTTTGATCCAGACTTCTTGTGAGGTTGCAGAAGATAC

TCCAGAATGGAATACTGCCACTGCAACCTATTCCAACCAAACAGACACCTCCATC

GTCACTGGTATGTAAATGACTGCATCTTTAAGAACTGTAGGAATAACTAATGCGA



GTCAGTTCTGGTTTCAATGAGTGAGTTGATAATGAGTATGTCTGCCGCCAGAGGG

TGCTTGTGGATACGGAGATCTTCCCGAGGCCACATATGGTAAGTCCAGTGCTGGA

GTGAGCAGCGTGTTGTTCGGCAAGGGGAGGACCTGTGGGGCTTGTTTTGAGGTCA

GATGTGTTGATCATATCCTCTGGTGCTTGCAAGGCAGCCCCTCTGTGACACTCACC

ACCACGGATTTCTGCCCGCCTAATTTCGGGCTGGCATCTGACTATGGCGGCTGGT

GCAACTCTCCTAACCGGCATTTTCATATGTCAAAAGCTGCATTTGGGGAGATTGC

AGAGATGAAAGCTGATATAGTCCCTGTGCAATTCAGAAGGTGTGTATGAGCTATG

AAGTATGAATATGTGAAAGAATGCGGAAAGTTCAGTTGTAACTTGTAAACCTGTT

CCTGCATTAGGGTGATACTTTGTTCTGTGTGCAGGGTGAAATGTGAAAGAAAAGG

TGGGATGAGATTCACTGTGACAGGAAGTTCAGGCTTCTATCAGGTGCTGATCACC

AATGTAGGGCTAGATGGTGAAGTTGTTGCCGTAAAAGTGAAGGGATCAAGAACT

GGGTGGATACCAATGGCGAGAAACTGGGGACAGAACTGGCACTCCAATATCAAC

CTTACTGGGCAGCCGTTGTCATTTGAGGTTACAAGCAGCAGTGGACGAACAGCGA

CATCCTACAATGTTGCTCCTCCCAACTGGCAGTTTGGTCAGACATTTGAAGGCAG

GCAATTCCATGGTGTCAAAGACTCCAACAACATAGCAAGATAACCTGGACAGTAT

TATTTGAAGGCAAGCTTCATATTTGACAGGCTCACTCTTCCATAGATATATAACA

AAATCACGAGCTTGCTGTATATACTGCCTGCATGTTCTCCATGAATCAAACAAGG

TTAGACAAATAGATAAGCGAGTATGATTGAAACGAATTGCACGCCATATCACCTT

TTTTGTTATCCAGTCACTGCCGTATAGATGTACCTCCAACTGAATTTCTTAATTCA

AAAGTTAAAAAGGTATGTTTCCACTATCCCCTAATTCCTGGTCTGTGCACAACATT

ATATTTGATTTATGGATCTTTCCCAATGAGTTTCTTCTGTTCGACATTACATGTCTA

CCTTATAGATTATCAAGATCATCTTACAGTAGAACAGCTTAACTACATA 




