IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake10g187400

Gene Model: OsKitaake10g187400.1.p
Description: OskEXPB-22

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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DOMAIN ARCHITECTURE

Specific hits B |
Superfanilies PLNG3 023
DPBB_R1pA_EXP_N-1ike superfamily

List of domain hits .
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N ©cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 42-163 2.14e-86
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 13-265 1.27e-41

>0skEXPB-22

MAFSISKKAAVAALFSFLVVTCVAGARPGNFSASDFTADPNWEVARATWYGAPTGA
GPDDDGGACGFKNTNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCVNHPACSGNPET
VIITDMNYYPVSKYHFDLSGTAFGAMAKPGQNDQLRHAGIIDIQFKRVPCNFPGLKVT
FHVEEGSNPVYFAVLVEYEDGDGDVVQVDLMEANSQSWTPMRESWGSIWRLDSNH
RLTAPFSLRITNESGKQLVASQVIPANWAPMAVYRSFVQYSS*

CDS (coding sequence)
>0OskEXPB-22

ATGGCTTTTTCCATCTCCAAGAAGGCTGCAGTTGCTGCACTCTTCTCCTTCCTTGTT
GTCACCTGCGTCGCCGGCGCCAGGCCGGGGAACTTCAGCGCCTCCGACTTCACCG
CCGATCCCAACTGGGAAGTCGCCAGGGCCACCTGGTACGGCGCTCCCACCGGLCGC
CGGCCCTGACGACGATGGCGGTGCTTGCGGGTTCAAGAACACCAACCAGTACCC
GTTCTCGTCGATGACCTCCTGCGGCAACGAGCCTATCTTCAAGGACGGGAAGGGC
TGTGGCTCATGCTACCAGATAAGATGCGTCAACCACCCTGCCTGCTCCGGCAACC
CGGAGACGGTGATCATCACCGACATGAACTACTACCCCGTTTCCAAGTACCACTT
CGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGGCAGAACGACCA
GCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCGTGCAACTTC
CCTGGGCTGAAGGTGACGTTCCACGTGGAGGAGGGGTCGAACCCGGTGTACTTCG
CGGTGCTGGTTGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGTGGATCTCA
TGGAGGCCAACTCCCAGTCGTGGACGCCGATGCGCGAGTCGTGGGGCTCCATCTG
GAGGCTCGACTCCAACCACCGCCTCACGGCGCCCTTCTCGCTCCGCATCACCAAC
GAGTCCGGCAAGCAGCTCGTCGCCAGCCAGGTCATCCCGGCCAACTGGGLCCCCCA
TGGCCGTCTACCGTTCTTTCGTCCAGTACAGCAGCTAA

Nucleotide
>0OskEXPB-22

ATCACTTTCTTTAATACAGTGCACTCGTGAACTGAAGAAGCCTCCCATTTTTCTCC
ATTCCGTTGCATGATTTGCTCCGGTTAGCCATGTGACCCCTAACCAAAGCACGTC
GGGTGCAACGACCGGTGATGGCGATCGCGTCGCCTTCTCCTCTCTCCGGCCGCCT



ATAAATTCGGCGCCAATGTGCACCTCTCCGACCACCAAAACAAAGCTCAGAATCC
TACCTGACTAGTACTACCACTACTAGCTAGTAGCGAGCTACTCTCTCTGGTCATCA
AGCTTTGAGTGGTTGGAGTGGTGGCAGCTATGGCTTTTTCCATCTCCAAGAAGGC
TGCAGTTGCTGCACTCTTCTCCTTCCTTGTTGTCACCTGCGTCGCCGGCGCCAGGC
CGGGGAACTTCAGCGCCTCCGACTTCACCGCCGATCCCAACTGGGAAGTCGCCAG
GGCCACCTGGTACGGCGCTCCCACCGGCGCCGGCCCTGACGACGATGGTACGTTT
GCCGGTGCACCTCGGCGACTGATCATTCCATCGAGATGAACCAATTACGTTGTAT
AATTGAACTGTTATAAATAAGTGTGGTGTTGATGCTGCAGGCGGTGCTTGCGGGT
TCAAGAACACCAACCAGTACCCGTTCTCGTCGATGACCTCCTGCGGCAACGAGCC
TATCTTCAAGGACGGGAAGGGCTGTGGCTCATGCTACCAGGTACACTAAAGATTC
AGCTCAAATTTGCAATGACGACGGGCGTTGAGCCGTTGATGCGAAGCGACTGATC
GAGACGTAGGTATTCACAGTGTTGTTGACTGTTTGTTGCTGGTGCATGGCTTCTTT
TTTTCTTCAGATAAGATGCGTCAACCACCCTGCCTGCTCCGGCAACCCGGAGACG
GTGATCATCACCGACATGAACTACTACCCCGTTTCCAAGTACCACTTCGACCTGA
GCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGGCAGAACGACCAGCTCLCGCCC
ACGCCGGCATCATCGACATCCAGTTCAAGAGGTAATAGTTTAGTAGTAGGCTAGT
AGCTCCTGCAGGCTGCACGAACAGAAGCATCATCATGGCCACCCCTTGCCTTGCA
GTTGCTAGCTTGTGCCGTCGTGGAGCCCTCGTACTTTTGGGTGCAAACCCGACAG
CGACATTGCTTGTATGTCCTCCGGGACCCAAGCAGATTCTGATCGCACAAATACC
ACTAAAACTCTTTTAATTAAGTACATGCAGCCGCTTTACAATTTGTCGCCTCTGCC
TGTCATCACCTACTACTATACTGCCTTGCATACTCACTCTGAATTAATCTGATAAG
AATGTAACACTAACACATGGATTGTTGGGGGTTTGGCCATGCAGGGTGCCGTGCA
ACTTCCCTGGGCTGAAGGTGACGTTCCACGTGGAGGAGGGGTCGAACCCGGTGTA
CTTCGCGGTGCTGGTTGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGTGGA
TCTCATGGAGGCCAACTCCCAGTCGTGGACGCCGATGCGCGAGTCGTGGGGCLTCC
ATCTGGAGGCTCGACTCCAACCACCGCCTCACGGCGCCCTTCTCGCTCCGCATCA
CCAACGAGTCCGGCAAGCAGCTCGTCGCCAGCCAGGTCATCCCGGCCAACTGGG
CCCCCATGGCCGTCTACCGTTCTTTCGTCCAGTACAGCAGCTAAGCCAATGATCA
AGAACAAGCATAATTCATGCCTACTATAGCAGCAGCAGAAGCAGCATTAGCTACT
ATACATACCTCTACGTACGACATTTGAGATCGATCGTTTGGCCATTTTTATCTGCT
CGGGTATTGATTAGCTCTCCCTCGGTATTGTATGGATTTGCATGGATGGTTCATTA
ATCTGTCATCAGGAGTTCGTTTTGAGTAGGTGAGACGTCGGTTGTTGGGTGTCAT
ATAGACATCGCTCGGTGTCTTGAGGTTGAGAGTGGGATAAGGAGGAGGCAAAGT
TTGCATGTGCTGTCCCGCCCACTCTCACTGTACCAGTGTCACTGTTTGTGTAACCA
GAACAAAGGTCATAAATTATACTACTAGTATACAGTTTGCTGCCTGGCATTCAGT
ATGATCAATGCTTCCATTTCTCACCTGTGCCTTCTCCTTGTCTGATGCACAGTAGT
GGTACTCCTCTTCAATCTTCATGAACATG





