IDENTIFICATION

Species: Eucalyptus grandis
Locus: Eucgr.E01616

Gene Model: Eucgr.E01616.1.p
Description: EgrEXPB-09
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0
KEGG: https://www.genome.jp/entry/T03547

EXTERNAL RESOURCES

https://eucgenie.org/
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GENE STRUCTURE
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Legend:
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DOMAIN ARCHITECTURE

..........................................

Query seq. MFCOLONILERFLOHRORYUISLLPGF CLARK VKT TENAACSGNPYTVY ITLEL PGGRCY AESHHF CLSGT AFGHPASSTHAEL FNAGHL CHOKVKCNFPGAKVAFHVDSGSNPNYFAFALTEYEDGOGELGAYN. KA DSTSHL PHOCSUGAKL DGAGOL RFFFS TKLTSLOSGKTL VAN TPFGUOPGOTY RSVNF Ak
specific hits Pollen_allerg_1
Superfanilies 3 OPBE_R1pA_EXP N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits *

+ Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 31-99 241e-39
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIll from Lolium perenne 107-185 2.99e-28

SEQUENCES
Peptide
>EgrEXPB-09

MFCQLQNILERFLQHRQRMWSLLPGFCLARKVKCTENAACSGNPVTVVITDECPGGP
CVAESAHFDLSGTAFGAMASSGKADELRNAGVLQIQYQKVKCNFPGAKVAFHVDSG
SNPNYFAALIEYEDGDGELGAVNLKQALDSDSWLPMQQSWGAVWKLDGAGQLRAP
FSIKLTSLDSGKTLVANNVIPAGWQPGQTYRSVVNFAV*

CDS (coding sequence)
>EgrEXPB-09

ATGTTTTGTCAGCTTCAAAATATTCTGGAAAGATTTCTCCAACACAGGCAAAGGA
TGTGGAGCTTGTTACCAGGTTTCTGTCTTGCTAGAAAAGTGAAATGCACTGAAAA
CGCGGCTTGTTCCGGGAACCCGGTGACGGTTGTTATAACTGATGAATGCCCTGGT
GGCCCTTGTGTCGCTGAATCTGCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGC
CATGGCGAGCTCCGGCAAGGCCGATGAACTTCGCAATGCTGGGGTGCTGCAAATT
CAATACCAAAAAGTAAAGTGCAATTTCCCCGGCGCGAAGGTGGCATTCCACGTTG
ACTCCGGCTCGAACCCCAACTATTTCGCTGCGCTAATTGAGTACGAGGATGGTGA
TGGCGAGCTCGGCGCCGTCAACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTT
CCGATGCAACAGTCGTGGGGCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTG
CGCGCCCCATTCTCGATCAAGCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGC
CAACAACGTGATCCCCGCTGGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTC
AACTTTGCTGTCTAA

Nucleotide
>EgrEXPB-09

ATGTTTTGTCAGCTTCAAAATATTCTGGAAAGATTTCTCCAACACAGGCAAAGGA
TGTGGAGCTTGTTACCAGGTTTCTGTCTTGCTAGAAAAGTGTTTCTCGAATTATTT
TTATATTGGTTGACGAAGAAGTGAGAAAGAGATAGAATTATGAGGAAAGTATAA
AAAAAAAAAGTCTTAAATTTACAATTGTGGAATAGAATTCATGAAAACATCTACT
GCGGCACGCTTTCTAGACTCCCATTAAACGTAGTTTAAATTCTTCGTATTTAAATA
GATTATTTGACTCGGTACATATTGTCCTATTGAAACAGATTATTTAGTAGTAGTTA
GGAAGTGCAGTCTTTTGAGCTCTTGTTGATTAAATTTCAGGTGAAATGCACTGAA
AACGCGGCTTGTTCCGGGAACCCGGTGACGGTTGTTATAACTGATGAATGCCCTG
GTGGCCCTTGTGTCGCTGAATCTGCTCACTTCGATTTGAGCGGCACGGCTTTTGGA
GCCATGGCGAGCTCCGGCAAGGCCGATGAACTTCGCAATGCTGGGGTGCTGCAA



ATTCAATACCAAAAGTCCGTACAGTTGATCCTTTCTCTATGGATCCTTTCGAGTGA
ATTCCAATTTTAACAGACGCGCAGGGGGAAAAAAGGAAGATAAAACGCATTGAA
AAGTGCTTTAAATTAACGAGAAACTTTGCTTTCACCAGACTTATACTAATCAGCA
AATAGTCTAACTTGTTTATTAATAGTCTATTTATGTGCACATATTTACAATGTCAA
GCAGAGTAAAGTGCAATTTCCCCGGCGCGAAGGTGGCATTCCACGTTGACTCCGG
CTCGAACCCCAACTATTTCGCTGCGCTAATTGAGTACGAGGATGGTGATGGCGAG
CTCGGCGCCGTCAACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGC
AACAGTCGTGGGGCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGLCGLCCC
CATTCTCGATCAAGCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAA
CGTGATCCCCGCTGGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTCAACTTT
GCTGTCTAA





