IDENTIFICATION
Species: Arabidopsis lyrata
Locus: AL7G51170

Gene Model: AL7G51170.t1
Description: AIEXPA-19
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Alyrata v2 1
Kegg: https://www.genome.jp/entry/T01578

EXTERNAL RESOURCES
https://plants.ensembl.org/Arabidopsis lyrata/Info/Index



https://phytozome-next.jgi.doe.gov/info/Alyrata_v2_1
https://www.genome.jp/entry/T01578
https://plants.ensembl.org/Arabidopsis_lyrata/Info/Index
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DOMAIN ARCHITECTURE
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List of domain hits .

Name Accession Description Interval E-value
[+] PLNOO050 super family ¢cl31535 expansin A; Provisional 70-294 6.95e-93
[+] SelP_N super family cl04615 Selenoprotein P, N terminal region; SelP is the only known eukaryotic selenoprotein that 9-72 1.07e-03

SEQUENCES
Peptide
>AIEXPA-19

MVMVIWIAPMTY GHGHATHVPGGRTGPPMTGAHPSHGAHPSHGVHPSHGSQPSHG
AHPSHGAHPSHGGLGPHSGWGHGRATFYGDINGGETQQGACGYGDLHKQGYGLET
AALSTALFNNGSRCGACFEIKCVDAPQWCLPGSIKITATNFCPPDFSKPKDCWCNPPQ
KHFDLSQPMFLKIAKYKAGVVPVKFRRVPCAKIGGVKFEIKGNPHFLMILPYNVGGA
GDVRAMQIKGTRTEWIAMKKNWGQIWSTGVVLTGQCLSFRVTTSDGITKEFIDVTPP
DWKCNGQSFDGKINF*

CDS (coding sequence)
>AIEXPA-19

ATGGTAATGGTGATATGGATAGCACCTATGACATACGGTCATGGTCATGCAACCC
ACGTACCCGGTGGAAGAACCGGCCCACCCATGACTGGTGCCCACCCTTCCCATGG
TGCCCACCCTTCCCATGGCGTCCACCCATCCCATGGCTCCCAACCTTCCCATGGCG
CCCACCCATCCCATGGCGCCCATCCATCCCATGGCGGCCTTGGGCCGCATTCTGG
TTGGGGTCATGGCCGTGCCACATTTTACGGTGACATCAATGGTGGAGAAACTCAA
CAGGGAGCTTGTGGATATGGTGATCTACACAAACAAGGATATGGTCTAGAGACA
GCAGCACTAAGCACCGCACTATTTAACAACGGCTCAAGGTGTGGGGCTTGTTTCG
AGATCAAGTGCGTAGATGCTCCACAATGGTGTTTGCCAGGTTCCATCAAGATCAC
AGCTACAAACTTCTGTCCACCAGATTTCTCCAAGCCCAAAGACTGTTGGTGCAAC
CCGCCACAAAAACACTTTGATCTCTCGCAACCAATGTTCCTCAAAATTGCCAAAT
ACAAAGCCGGGGTTGTCCCGGTTAAATTTAGACGTGTTCCTTGTGCGAAAATCGG
AGGTGTCAAGTTTGAAATCAAGGGAAACCCTCATTTCTTAATGATCTTACCGTAC
AATGTAGGAGGAGCTGGAGATGTTAGGGCCATGCAAATTAAGGGAACGAGGACC
GAGTGGATTGCGATGAAGAAGAATTGGGGACAGATTTGGAGCACTGGTGTTGTG
TTGACCGGACAATGTTTATCGTTTAGGGTTACGACAAGTGATGGAATTACGAAAG
AGTTTATTGACGTTACCCCGCCGGATTGGAAATGTAATGGACAGAGTTTTGATGG
AAAGATTAATTTTTAG



Nucleotide
>AIEXPA-19

ATCGTCAATAAAATTAATAAGATTTGATAAAAGAGAGATAAAGTCATGGAACTCT
TAAAAAGATTATTATATGCAAAAATTTTGATGATGGTAATGGTGATATGGATAGC
ACCTATGACATACGGTCATGGTCATGCAACCCACGTACCCGGTGGAAGAACCGGC
CCACCCATGACTGGTGCCCACCCTTCCCATGGTGCCCACCCTTCCCATGGCGTCCA
CCCATCCCATGGCTCCCAACCTTCCCATGGCGCCCACCCATCCCATGGCGCCCATC
CATCCCATGGCGGCCTTGGGCCGCATTCTGGTTGGGGTCATGGCCGTGCCACATT
TTACGGTGACATCAATGGTGGAGAAACTCAACGTAAGCAGCTAAATATATACTAA
TAATTCAAAAATCTCGAGACCTGTAAAAATGTTAAGATTGTTTAGACGTATACAA
AAGCCAACATGAAGACGTACGTAGTAAATGATACTCATGAATCTTTGACCACTAG
ACTAATATTGTTTGCTTATGCATTTACACAATTAACCAAAAAAGTTTAGAAATATT
ATTGACAGAACGAAACTCATAATAATTATAATTTACAAACGCGCAAGTAAACAC
ATGCATGCAAACGAAAAATAACGAAGCCACATAATTAATTAATTTTTTCCTTCAC
ATAATTAGTTTTGTTTTTGAAAGTAATACATAGTTTTTTTTTCTATTTAATAGAGG
GAGCTTGTGGATATGGTGATCTACACAAACAAGGATATGGTCTAGAGACAGCAG
CACTAAGCACCGCACTATTTAACAACGGCTCAAGGTGTGGGGCTTGTTTCGAGAT
CAAGTGCGTAGATGCTCCACAATGGTGTTTGCCAGGTTCCATCAAGATCACAGCT
ACAAACTTCTGTCCACCAGATTTCTCCAAGCCCAAAGACTGTTGGTGCAACCCGC
CACAAAAACACTTTGATCTCTCGCAACCAATGTTCCTCAAAATTGCCAAATACAA
AGCCGGGGTTGTCCCGGTTAAATTTAGACGTGTTCCTTGTGCGAAAATCGGAGGT
GTCAAGTTTGAAATCAAGGGAAACCCTCATTTCTTAATGATCTTACCGTACAATG
TAGGAGGAGCTGGAGATGTTAGGGCCATGCAAATTAAGGGAACGAGGACCGAGT
GGATTGCGATGAAGAAGAATTGGGGACAGATTTGGAGCACTGGTGTTGTGTTGAC
CGGACAATGTTTATCGTTTAGGGTTACGACAAGTGATGGAATTACGAAAGAGTTT
ATTGACGTTACCCCGCCGGATTGGAAATGTAATGGACAGAGTTTTGATGGAAAGA
TTAATTTTTAGAAAAAGAATTTGAGTTTTGTTAGCTAACACTTGCAATAACTAAG
AAATCCGTTGTTATTAGTTAACAAAACTATGTCCATTAC




