
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0086s0082 

Gene Model: Sphfalx0086s0082.1.p 

Description: SfEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-21 

MKQLMAKILRALIFVLALTACARQAQAQVSGLYTGDPTWSNAHATFYGGSDATGTQ

GGACGYGNLYSQGYGTNTAALSTALFNNGLSCGACFELQCNEPRWCVPGATVTVTA

TNFCPPNPYLPNDNGGWCNMPLQHFDMAVPAYEQIAIYQAGIVPVLYRRVPCVKTG

GVHFTINGNPYFLLVLVTNVGGAGDVQSVSCKGDKPGSWWYPMQRNWGQNWQYS

GNAMDGQALSFMITTSDGRTLTLPDVAPSNWQFGQTFEGAQF* 

CDS (coding sequence) 

>SfEXPA-21 

ATGAAGCAGCTCATGGCCAAAATCCTGCGAGCTCTAATCTTCGTTTTGGCTCTGA

CTGCGTGCGCCCGTCAGGCGCAAGCTCAGGTTTCTGGCCTCTACACTGGTGATCC

AACATGGAGTAACGCACATGCAACATTCTATGGAGGAAGCGATGCAACGGGTAC

TCAAGGAGGTGCTTGCGGTTATGGGAACTTGTACAGTCAGGGCTATGGAACCAAC

ACAGCAGCTCTGAGCACGGCTCTCTTCAACAACGGCTTGAGCTGCGGAGCGTGCT

TTGAGCTCCAATGCAACGAGCCTCGATGGTGTGTACCGGGCGCGACAGTGACTGT

GACAGCCACCAACTTCTGTCCTCCGAATCCTTATTTGCCCAACGACAACGGTGGA

TGGTGCAACATGCCCCTCCAGCATTTCGACATGGCTGTTCCTGCTTACGAACAGA

TTGCAATCTACCAAGCTGGAATCGTACCCGTTCTCTACCGCAGGGTGCCTTGTGTG

AAAACTGGAGGAGTGCATTTCACCATCAATGGAAACCCCTACTTTCTTCTGGTGC

TGGTGACGAATGTGGGTGGAGCAGGGGATGTACAGTCCGTGTCATGCAAGGGGG

ATAAGCCTGGCAGCTGGTGGTACCCAATGCAAAGAAACTGGGGCCAGAACTGGC

AGTACAGTGGCAATGCCATGGATGGCCAAGCCTTGTCTTTCATGATCACCACTAG

CGATGGCAGGACCTTAACCTTACCAGATGTTGCTCCCTCAAACTGGCAGTTTGGC

CAAACTTTTGAAGGTGCCCAGTTCTAG 

Nucleotide 

>SfEXPA-21 

TCCTTCGCCTTCTTCTCCTCACACTCCTCCTCCTCCTCCTCCACCATTTTCTCCTGCT

GCAGCTGCATTGCACTCATCTGCCAGCTGCCGGCACGCAAGACAGTCAGCCACTC

AGTTAGCTCGCTCTAGTGAGCCCGCCTTCGTCTCCACACAACACTCATTTCTTACC

TCAATACGTAAGCTTTCTATTCTGGCGCATGTCTGTCCATGAGCGGCGTGTGTCTG

GCGATTTCCTGAAAGCTCCTTGTTCTTGTTTTCTCGTCATTGCAATTCCTAGAAGTT



CTGTTTAGATCTTCGTATCTTTTTTTATACGTTTGTTACTTGGATCTAATTATTGCA

TCCGGGACTTGATCAATTGCAGTTCCTTTTACTATGGGAATGCAGGTGATGCCTA

GCTTCAGGTTATAGCTTGAGCTTGATCTGGTAGCATTTCTTTCGTCATTTTGCTTTA

GATCGTTCGCGACTAACTGGCTTCCGTTCTTCTTTGCAACGAACTCGATCTTGAGT

ACTACAGGATACCACATTAGTGTAGTTATCTAATTTGTTTCAGTCGTGAGTGTATA

ATGTGCAGCGAAATGAAGCAGCTCATGGCCAAAATCCTGCGAGCTCTAATCTTCG

TTTTGGCTCTGACTGCGTGCGCCCGTCAGGCGCAAGCTCAGGTTTCTGGCCTCTAC

ACTGGTGATCCAACATGGAGTAACGCACATGCAACATTCTATGGAGGAAGCGAT

GCAACGGGTACTCAAGGTAGTGCATACTAGTGCCATTCCGATCCCTGCAGATTTG

TTCTACTAGCTTGATCTGCCAGTGAATTTGTCTGTGATCTGCAGCAGCAGGACGTA

TAGCTAGCGAAGTGTGTACTGTTGTTTTCTGAAGCGTGCGTCGTGTACATGACTG

AAATGGGTTGGTGTGGCGAACTGCTGCTGCAGGAGGTGCTTGCGGTTATGGGAAC

TTGTACAGTCAGGGCTATGGAACCAACACAGCAGCTCTGAGCACGGCTCTCTTCA

ACAACGGCTTGAGCTGCGGAGCGTGCTTTGAGCTCCAATGCAACGAGCCTCGATG

GTGTGTACCGGGCGCGACAGTGACTGTGACAGCCACCAACTTCTGTCCTCCGAAT

CCTTATTTGCCCAACGACAACGGTGGATGGTGCAACATGCCCCTCCAGCATTTCG

ACATGGCTGTTCCTGCTTACGAACAGATTGCAATCTACCAAGCTGGAATCGTACC

CGTTCTCTACCGCAGGTGAACTAGTACTTCTGCAGCCATGACTTAGTACATCTTTC

CATTAGGCTGCTGTGATCACAGATTCTGTGAGCTTTCCATTAAGCTTTTCCAACTA

GCCGTGCTCACAATCATCTCACATCTCTACCGGTCAAACATTCCCCAATTGCAGG

AGCTCTGAGTCAAACTGTGACTCACCATCATCTGTCCCTTTTTTCTTGAGAGCATG

TGTTCCCAGAGTTCCTAACATGATTAATTGCATTCTGTCCCTGCAGCAAGAAACA

AGGCCCCTTGTCAGTGGCTTTCCATTAGGTTGCTTTGATCACAGCTACACACAATG

TGCTGTGATCACAGCAGCCTAATGGAAAGAGGACTTTAATAGTTTAGCTTTAAGC

CAAATCTTTGCATTCTTTTGTTCTAGCTAAGAATCAATTTCGCTGCCTATTGTTTCA

CAGACTTGGGAAAGGTAGTTTTCCCAGAGCTCTAGTTTGAAGCTGCTTTGGATTCT

CCTGTTCATGTTTCAAGGACTTGGGGAAGTCTAGTTTTGATTCCAGGGCTTTCGAG

CTTCGGATTTGCTCTTATAGTCTTGTTGTAATTGAGCTGTTGCTGTGGCAGGGTGC

CTTGTGTGAAAACTGGAGGAGTGCATTTCACCATCAATGGAAACCCCTACTTTCT

TCTGGTGCTGGTGACGAATGTGGGTGGAGCAGGGGATGTACAGTCCGTGTCATGC

AAGGGGGATAAGCCTGGCAGCTGGTGGTACCCAATGCAAAGAAACTGGGGCCAG

AACTGGCAGTACAGTGGCAATGCCATGGATGGCCAAGCCTTGTCTTTCATGATCA

CCACTAGCGATGGCAGGACCTTAACCTTACCAGATGTTGCTCCCTCAAACTGGCA

GTTTGGCCAAACTTTTGAAGGTGCCCAGTTCTAGCACTTGGAGCAAGCAAAAGTA

GGGACCTATTTGCCCGCCTGAGCAGCAGAATCTGTCAATGATCTCACACAGACTA

TGTACTTCTTCTGGTGATTGATGGGTGAAAGCATGAGAAAGTGGACAATTTCAGT

GTTTTCATGACTGGCAAGCAAATCTGGACCATTATGCAATAGGGTAACACTCAGG

CTTGGAAATCCACAAATCAACGCTAGTTTTGGATGAAAAATAGGGTCTTGGGAAC

TATCATTTGGTTACTTATATGGAGGATGTGATGGTAGTGTAGCAACTTGTCATCCG

CCTTCATAGATATCTAAGTGATAAATTAGTGCTGTGAACTACAAATAAGGTTTTG

ACTTTTAAAAACAAAGTATTGGCTGGTTGCTGGGGTGGCTAAAATTAAAGCTACC

CGCTCCAGAACTTTTTAGCAAATGTCTTTTTTACAACTGATTATTTAACTTGGGTT

TCCATAATATTTTAATAGGTAGTAGGATATGGAAATTATGGGAGTTTTATCCCTTC

TTCCTTAAGTAGTAGAGAACTTTTCTAAATTTTGAACCATTGCTTTATTTGTGGAA

ATGTG 


