IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake02g331000

Gene Model: OsKitaake02¢331000.1.p
Description: OskEXPA-09

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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Query seq. i
Superfanilies PLN0OOOSO

+ Name Accession Description Interval E-value
[+] PLND0050 super family cl31535 expansin A; Provisional 61-290 1.65e-123
SEQUENCES

Peptide

>0skEXPA-09

MSSRRDVLAVVLVAALLPPALSRGLWLGHHGLGHGHGRWRAPHVGGHGQGQGPQ
QHAPLGGGGWSSAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNN
GLSCGACFEVRCDAGGGGSHSCLPGSVVVTATNFCPPNNALPSDDGGWCNPPRAHF
DMSQPVFQRIALFKAGIVPVSYRRVACQKKGGIRFTINGHSYFNLVLVTNVGGAGDV
HAVAVKSERSAAWQALSRNWGQNWQSAALLDGQALSFRVTTGDGRSVVSNNAVP
RGWSFGQTFSGAQFN*

CDS (coding sequence)
>0OskEXPA-09

ATGTCGTCCCGCCGAGACGTCCTCGCTGTTGTCCTCGTGGCCGCGCTGCTCCCGCC
GGCGTTGTCCCGTGGGCTTTGGCTGGGGCACCACGGGCTGGGGCACGGGCACGG
GCGATGGCGCGCGCCGCATGTCGGCGGACACGGCCAGGGACAGGGGCCGCAGCA
GCACGCGCCGCTCGGCGGCGGCGGEGTGGTCGTCGGCGCACGCCACGTTCTACGGC
GGGGGTGACGCGTCGGGCACCATGGGAGGGGCGTGCGGGTACGGGAACCTCTAC
AGCCAGGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACAAC
GGCCTCAGCTGCGGCGCGTGCTTCGAGGTGCGCTGCGACGCCGGLGGLGGLGGE
AGCCACTCGTGCCTGCCCGGCTCGGTCGTCGTCACGGCCACCAACTTCTGCCCGC
CGAACAACGCGCTCCCGTCCGACGACGGCGGCTGGTGCAACCCTCCGLGLGLGL
ACTTCGACATGTCCCAGCCCGTCTTCCAGCGCATCGCTCTCTTCAAGGCCGGCATT
GTCCCCGTCTCCTACCGCCGGGTGGCTTGCCAGAAGAAGGGCGGGATCCGGTTCA
CCATCAACGGGCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGGCGGLCGC
CGGCGACGTGCACGCGGTGGCCGTGAAGTCGGAGCGCTCGGCGGCGTGGCAGGC
CCTGTCGCGCAACTGGGGCCAGAACTGGCAGAGCGCCGCGCTCCTCGACGGTCA
GGCGCTCTCCTTCCGCGTCACCACCGGCGACGGCCGCTCCGTCGTCTCCAACAAC
GCCGTCCCCCGTGGCTGGTCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACT
GA

Nucleotide
>0OskEXPA-09

TCCCAACGCCCCCGAAATCTCGTGTCCCTACGTGCCGGAGCAGCTGCGAGCTTTT
GCACCCACGCTGTGAGCCCCACCCGCGTACGCCGCGGCCTACGCCGCACTCCACT



CCACCCCACCCTACTGCGCCGCGCCGTTTCAAACCCGTTCCTTTCGTTTCACCGTT
CCCACCACGCACCCCTCTATTTATCCCCGCCCCCAACAACCTCGCTGCACTCCACA
CTCCACGCCTCCGCCCGCTCTCGTCGCAGCGCACCCCGTCGCGTGCGACGACTCC
ATCCCCGTCACAACAATGTCGTCCCGCCGAGACGTCCTCGCTGTTGTCCTCGTGGC
CGCGCTGCTCCCGCCGGCGTTGTCCCGTGGGCTTTGGCTGGGGCACCACGGGCTG
GGGCACGGGCACGGGCGATGGCGCGCGCCGCATGTCGGCGGACACGGCCAGGGA
CAGGGGCCGCAGCAGCACGCGCCGCTCGGLCGGLCGGLCGGGTGGTCGTCGGCGCAC
GCCACGTTCTACGGCGGGGGTGACGCGTCGGGCACCATGGGTACGTTTTTTTCTC
GCTGTGCACTGTGCTGAAATGTTGTTACATCTGCGTGTTGTGCTCACTGTTTTGCG
TGTGCGTTTTTGGTCGCGTGCAGGAGGGGCGTGCGGGTACGGGAACCTCTACAGC
CAGGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACAACGGC
CTCAGCTGCGGCGCGTGCTTCGAGGTGCGCTGCGACGCCGGCGGCGGCGGGAGC
CACTCGTGCCTGCCCGGCTCGGTCGTCGTCACGGCCACCAACTTCTGCCCGCCGA
ACAACGCGCTCCCGTCCGACGACGGCGGCTGGTGCAACCCTCCGCGCGCGCACTT
CGACATGTCCCAGCCCGTCTTCCAGCGCATCGCTCTCTTCAAGGCCGGCATTGTCC
CCGTCTCCTACCGCCGGTGAGTAGCCAACGCCGGCAATTTCTTGCCTTCGCGTTTC
GCTTTCTTGGATCTACCGGAACTTACTGACCATGGCGTGCGTGCTCTCGAGTGCA
GGGTGGCTTGCCAGAAGAAGGGCGGGATCCGGTTCACCATCAACGGGCACTCCT
ACTTCAACCTGGTGCTGGTGACCAACGTGGGCGGCGCCGGCGACGTGCACGCGGT
GGCCGTGAAGTCGGAGCGCTCGGCGGCGTGGCAGGCCCTGTCGCGCAACTGGGEG
CCAGAACTGGCAGAGCGCCGCGCTCCTCGACGGTCAGGCGCTCTCCTTCCGCGTC
ACCACCGGCGACGGCCGCTCCGTCGTCTCCAACAACGCCGTCCCCCGTGGLCTGGT
CCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACTGATTCCGCTCAATTTTACTC
GAGCATCGTCGTGGTAGTTGCAGTAGTACTCCCAACTGGACCGTGCTGGGAAGTG
CCATTGTTTTATGATTGGTACTCAGTCTCGCCTTGGTTCTTGGGAAAGTATTTAGT
GGGTAGTTTGGCCTAGTATCAACATGGGCTTTGTGCTGGTGTCACTGCTAGTGGT
AGTTTGTTACAAGTACCATTAGTTGAGCTTTTGTGGTATCTTTTGGCTAGGGATTG
GAAGTGGTGGTAAGGCTGTGGCTTGATTGACAGAGGCCGCCTTGTATCACCCGCC
AAAATAGCAAAATTGGGCCTAATGGGAATGGCCTTCTGCTAGTAATGGTTTTGCC
TGGTTGTTGTCTGTACCGGACCCCAGTACCGGACCTCATTTTGGGGGTGCCAAAC
AGTTTAGGCATCTGGGGTATGCCCTGTGTGCTGCTTATGAACAATTTCTTTTTACT
CGTGCTTCTCTTATGCGGGAGTATTAATGCATTTGAATTCAATCCACCGTATCAC





