IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0003s1214

Gene Model: Anaoc.0003s1214.2.p
Description: AocEXPA-07
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9
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Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+] PLND0OS0 super family 535 expansin A; Provisional 24-229 6.46e-87
SEQUENCES

Peptide

>A0cEXPA-07

MFLLRLEKDTNTFSRAFLFDIAEGACGYGDLHKASYGKYSAGLSTMLFNRGSTCGAC
FEVRCVDHILWCLPASPSVVLTATDFCPPNYGLSSEYGGWCNFPKEHFEMSEAAFGEI
AEKRADIVPVQYRRVKCMRTGGLRFTVSGSVHFYQVLVTNVGLDGEVIGVKVKGSK
TGWIPMARNWGQIWQCNADLTRQPLSFEVTTSSRRTLTSYNVAPANWQFGQTYEGK
HF*

CDS (coding sequence)
>A0CEXPA-07

ATGTTTTTACTGCGACTTGAAAAAGACACTAATACGTTCTCAAGAGCCTTCTTGTT
TGATATTGCAGAGGGTGCTTGTGGTTATGGAGATCTTCACAAGGCCAGCTATGGC
AAATACAGTGCTGGACTTAGTACCATGTTATTCAACAGAGGAAGTACTTGTGGAG
CATGCTTTGAGGTCAGATGTGTTGATCACATCTTGTGGTGTCTCCCTGCGAGCCCA
TCCGTCGTCCTCACTGCCACAGATTTCTGCCCTCCAAACTATGGACTTTCATCAGA
ATATGGTGGGTGGTGCAATTTTCCTAAAGAACACTTTGAGATGTCAGAGGCTGCA
TTTGGTGAAATTGCAGAGAAAAGAGCTGATATTGTCCCAGTTCAATACAGGAGGG
TGAAGTGTATGCGAACAGGGGGGCTGAGATTCACAGTGAGTGGAAGTGTTCACTT
TTATCAAGTCCTAGTGACCAATGTGGGTTTGGATGGTGAAGTCATCGGTGTGAAA
GTAAAGGGGTCGAAAACCGGATGGATACCAATGGCAAGAAATTGGGGCCAAATC
TGGCAATGCAATGCCGACCTCACCAGGCAGCCTCTATCTTTCGAGGTGACCACCA
GCAGCCGAAGAACACTCACATCCTACAATGTTGCTCCGGCAAACTGGCAGTTTGG
TCAGACATACGAAGGAAAACACTTCTAG

Nucleotide
>Ao0cEXPA-07

GGATACCCTTCATCAGTGTGAACTAAGGACTTCTTTTTGGCTTTTTCGGTGTTCAA
GATCTAGTTCTTATCCAGTCATCATCCAACCTAGCTTCAACTCCGGAAGGGAGAA
GGAGGTCATTTTCATATGCGAACAAAAAAGAAAGCTTTCTTCACTCTTCACTTGA
GTCCTCGGCAATCCCAACCCAACCAAAAGAGAAAAAAGGAAGCAAAGAAAAAG
GAAAAGAGTAGCATTTCAGTACAAATCAGAGATTTCTCATAGAACTTATCATCTC
AAATGGGTGCTCTTCAAGCCCTAGTTCTCTTCCTGACTCTACTGCAAACATGCAAC
ATTATGGCTGAGGAGGATGACGAGTGGATGACATGGAAGTCTGCTACAGCAACA




TACACCAGAGAAGCAGAAGGGTCAATAATCATTGGTATTTTCTGCTAATAATGTA
ATATATTCAGTAGGCTTTTTGAGTTTCCACCAAGTGATAGTGTTTCGTGTCATGTT
TTTACTGCGACTTGAAAAAGACACTAATACGTTCTCAAGAGCCTTCTTGTTTGATA
TTGCAGAGGGTGCTTGTGGTTATGGAGATCTTCACAAGGCCAGCTATGGCAAATA
CAGTGCTGGACTTAGTACCATGTTATTCAACAGAGGAAGTACTTGTGGAGCATGC
TTTGAGGTCAGATGTGTTGATCACATCTTGTGGTGTCTCCCTGCGAGCCCATCCGT
CGTCCTCACTGCCACAGATTTCTGCCCTCCAAACTATGGACTTTCATCAGAATATG
GTGGGTGGTGCAATTTTCCTAAAGAACACTTTGAGATGTCAGAGGCTGCATTTGG
TGAAATTGCAGAGAAAAGAGCTGATATTGTCCCAGTTCAATACAGGAGGTATAA
ATATAAAAGATACTAGGTTAGGCAATGTTGGACAAACTATTGGAAGACAACATT
GTTTTCTAGTACATGCTAATTTTGATGGGAAACATGCTGATGTGAATTTTCTGCAG
GGTGAAGTGTATGCGAACAGGGGGGCTGAGATTCACAGTGAGTGGAAGTGTTCA
CTTTTATCAAGTCCTAGTGACCAATGTGGGTTTGGATGGTGAAGTCATCGGTGTG
AAAGTAAAGGGGTCGAAAACCGGATGGATACCAATGGCAAGAAATTGGGGCCAA
ATCTGGCAATGCAATGCCGACCTCACCAGGCAGCCTCTATCTTTCGAGGTGACCA
CCAGCAGCCGAAGAACACTCACATCCTACAATGTTGCTCCGGCAAACTGGCAGTT
TGGTCAGACATACGAAGGAAAACACTTCTAGTGTGCAAAGCTTTCCATCTTGAAT
TTGGAGTCTCAAATCTACAGATACATACATGATATGACTACTAGTTCTGAGTTTAT
CTTAGTGAAGATCTCTATACATGTTCTCACATGAAACTTATTCATGGTTTGAACAA
CTATCCGGCTATCCCGTCAATTTTGGTTCGTGGTCAAGAAAGATGACCCAAGTCTT
AGAAGAAAGTTGAAAAAATAGGAATATAAGGTCCCACTTTCTCTGTATGACATAA
TAGGCTATCAAGCATAACTATTGATGAAATGTGTAATTATTGAAATTGGAAAGTA
AAAGTATGCAAGGATAACCTTGCATTATCTCCTACTTAAAGTTACCTTCCTATGAA
TGAGGTTGCCTTCAGAAGTGGCTTCCACAATTTTGCTTCTATGAAAAAGATTGCTA
AATAGAAGTTAATGTTTTATTTGAAAAT






