IDENTIFICATION

Species: Populus deltoides
Locus: Podel. T123900

Gene Model: Podel. T123900.1.p
Description: PAEXPA-30
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE
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Query seq.
Superfanilies PLNO0OS0O

List of domain hits d

+ Name Accession Description Interval E-value
[+] PLNDOOS0 super family cl31535 expansin A; Provisional 42-223 6.69e-110

SEQUENCES
Peptide
>PdEXPA-30

MAMEVDGLMLMLPSMEVVMLLAQWEELVVMETSTAKVMDKHGSIKHGLFKNGLT
CGACFELKCVNDARWCLSGSIIVTATNFCPPNSAGGWCNPPSQHFDLSQPVFQHLAR
YKAGIVPVLYRRVACRKTGGIRFTINGHSYFNLVLITNVGGAGDVVSVSIKGSRTGW
QPMSRNWGQNWQSNSYLNGQALSFKITTSDGRSIISSNVAPPNWAFGQTFHGGQF*

CDS (coding sequence)
>PdEXPA-30

ATGGCTATGGAGGTGGATGGTCTAATGCTCATGCTACCTTCTATGGAGGTGGTGA
TGCTTCTGGCACAATGGGAGGAGCTTGTGGTTATGGAAACCTCTACAGCCAAGGT
TATGGACAAACACGGCAGCATTAAGCACGGCTTATTCAAGAATGGACTAACCTGT
GGAGCTTGCTTCGAACTCAAATGTGTAAATGATGCCAGGTGGTGTCTCTCAGGAT
CTATCATAGTCACAGCAACAAATTTTTGCCCTCCAAACAGTGCAGGAGGGTGGTG
CAATCCTCCTTCGCAACACTTCGATCTTTCTCAGCCTGTTTTTCAACATCTAGCTC
GTTACAAAGCAGGAATAGTCCCTGTTCTATACAGAAGAGTTGCTTGTAGGAAAAC
TGGAGGAATCAGGTTCACTATAAATGGTCATTCATACTTCAACCTTGTCCTTATAA
CCAATGTTGGTGGTGCTGGTGATGTTGTGTCAGTCTCCATCAAAGGATCTAGAAC
TGGTTGGCAGCCAATGTCTCGCAATTGGGGCCAAAATTGGCAGAGCAATTCTTAC
CTGAATGGTCAAGCACTCTCTTTCAAGATCACAACAAGTGACGGACGATCTATCA
TCTCCAGCAATGTGGCTCCTCCAAACTGGGCTTTTGGTCAAACCTTCCATGGAGG
GCAGTTCTAA

Nucleotide
>PdEXPA-30

AATGGATTTTCTTGGAGTTTGTTCGTAGTCTTCCTAACCATGTCCAAAACAATTCA
TGGCTATGGAGGTGGATGGTCTAATGCTCATGCTACCTTCTATGGAGGTGGTGAT
GCTTCTGGCACAATGGGTAAGAACCAAAAATCCAATGAGATACCTGCTAGTCTAC
ATATCTCTTTGCTATATGGTAGTTCATAGCTCAATCAATTTATGTATATGCTACAA
TATATAGGAGGAGCTTGTGGTTATGGAAACCTCTACAGCCAAGGTTATGGACAAA
CACGGCAGCATTAAGCACGGCTTATTCAAGAATGGACTAACCTGTGGAGCTTGCT
TCGAACTCAAATGTGTAAATGATGCCAGGTGGTGTCTCTCAGGATCTATCATAGT
CACAGCAACAAATTTTTGCCCTCCAAACAGTGCAGGAGGGTGGTGCAATCCTCCT



TCGCAACACTTCGATCTTTCTCAGCCTGTTTTTCAACATCTAGCTCGTTACAAAGC
AGGAATAGTCCCTGTTCTATACAGAAGGTGAGCTTACTCGTCATCATATAAATAT
GACTCAACTTTGCTCTAAAATCTCGACAATATACTGAACCAAACAATCTTTATTTT
GTTTACAGAGTTGCTTGTAGGAAAACTGGAGGAATCAGGTTCACTATAAATGGTC
ATTCATACTTCAACCTTGTCCTTATAACCAATGTTGGTGGTGCTGGTGATGTTGTG
TCAGTCTCCATCAAAGGATCTAGAACTGGTTGGCAGCCAATGTCTCGCAATTGGG
GCCAAAATTGGCAGAGCAATTCTTACCTGAATGGTCAAGCACTCTCTTTCAAGAT
CACAACAAGTGACGGACGATCTATCATCTCCAGCAATGTGGCTCCTCCAAACTGG
GCTTTTGGTCAAACCTTCCATGGAGGGCAGTTCTAAATTCCATATCCCATGCCCAA
ACTAACTGAAACCACTTCAAAGTTTAGCCTTCAAGGGAAGAAGATATTGATTAGT
ATTGAAAATTTCTCTTCTGATTAGTTTATATAGGACCTGCATACGTCAAATGTGTT
AAAAGTGTTTGTTACATAGTTGACTATGGTGTTACAGCTATGGGCCCTTTTAGAA
ATGGCCATGGATGCATTTGTTGCCTTCCCTGCACAACCTACAAGGGTTAGTGAAT
TTGCTTGTAAAAAATGTCAGCAAAACCTAGATCAGTTTGAGACGTCATAGCAGAA
GTAG





