
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.1868s0001 

Gene Model: Kalax.1868s0001.1.p 

Description: KlEXPA-59 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-59 

MAAAAMASFTASIHLLAVLSFAAFFRACLADYGGWQGAHATFYGGGDATGTMGGA

CGYGNLYSQGYGTETAALSTALFNNGLSCGACYEMRCDDDPKWCIPGTITVTATNFC

PPNPGLSNDNGGWCNPPLQHFDLAEPAFLKIAQYRAGIVPISFRRVPCMKKGGVRFTI

NGHSYFNLVLITNVGGAGDVRAVSIKGSGTGWQPMSRNWGQNWQSNSYLNGQSLS

FQVTTSDGRTLTSMNAAPSGWQFGQTYQGGQF* 

CDS (coding sequence) 

>KlEXPA-59 

ATGGCCGCTGCAGCAATGGCATCGTTTACTGCTTCAATTCATCTGCTGGCAGTGCT

TAGTTTTGCTGCCTTCTTTCGTGCATGTCTTGCGGATTACGGAGGATGGCAAGGCG

CCCATGCCACGTTTTACGGCGGCGGCGACGCCACTGGCACAATGGGAGGGGCTTG

TGGATATGGAAACCTCTACAGCCAGGGGTACGGGACGGAGACGGCTGCTCTGAG

CACAGCTTTGTTTAACAACGGGCTGAGCTGCGGCGCGTGCTACGAGATGCGATGC

GATGATGATCCGAAGTGGTGCATCCCTGGGACGATCACCGTCACAGCCACCAATT

TCTGCCCACCGAATCCGGGCTTGTCGAATGACAATGGGGGCTGGTGCAACCCGCC

CCTCCAGCATTTCGATCTGGCTGAGCCCGCTTTCCTCAAAATCGCTCAGTACCGTG

CAGGGATCGTTCCCATTTCATTCAGAAGGGTGCCGTGCATGAAGAAAGGAGGAG

TAAGGTTCACGATCAACGGCCACTCTTACTTCAACCTGGTCCTGATCACGAATGT

GGGCGGCGCAGGGGATGTGAGAGCTGTTTCAATCAAGGGCTCCGGCACAGGATG

GCAGCCAATGTCCAGAAACTGGGGCCAGAACTGGCAGAGCAACTCTTACCTCAA

CGGCCAGAGCCTCTCATTCCAGGTGACCACCAGCGACGGAAGGACCCTGACAAG

CATGAACGCTGCTCCGTCTGGCTGGCAGTTCGGACAGACGTACCAGGGTGGTCAG

TTTTAG 

Nucleotide 

>KlEXPA-59 

AACGATTTTTTAAAATTTGAAACCGAACCAAACCACTAACATTTTGAACCAACCG

AATTGAACCGAATCGATCAATTTCAAACCGAACCGATCCCGGGTGTGTCGTACGG

ACAGAAAGATAGACACTATTCTTTTATAGTATTAGATGTGGCTTAAGCTGAATCG

AACAGACATGGGCATCACTATCTTTGTCACCCTATTCACTTCCAGATGCTTGCAAT

TGCCACCATGATCTTCACTTTATTTTCTTCTATATAAAGTTTGTGTATTATCTTGCA



AAACACCAAAACGAGAAGCTTCAACTCTCTTCCTGATCCCATACAGGATTGTGAT

CTGAGTGTCATTTTTGAACCCAAGTCATGGCCGCTGCAGCAATGGCATCGTTTACT

GCTTCAATTCATCTGCTGGCAGTGCTTAGTTTTGCTGCCTTCTTTCGTGCATGTCTT

GCGGATTACGGAGGATGGCAAGGCGCCCATGCCACGTTTTACGGCGGCGGCGAC

GCCACTGGCACAATGGGTAAGTGTAGCAAACATGGTGGTGCCGTTTGAGTTGAAT

GTTCTGGCAGTTGTTGATATGGGTTGGTTGGATTTTGCAGGAGGGGCTTGTGGAT

ATGGAAACCTCTACAGCCAGGGGTACGGGACGGAGACGGCTGCTCTGAGCACAG

CTTTGTTTAACAACGGGCTGAGCTGCGGCGCGTGCTACGAGATGCGATGCGATGA

TGATCCGAAGTGGTGCATCCCTGGGACGATCACCGTCACAGCCACCAATTTCTGC

CCACCGAATCCGGGCTTGTCGAATGACAATGGGGGCTGGTGCAACCCGCCCCTCC

AGCATTTCGATCTGGCTGAGCCCGCTTTCCTCAAAATCGCTCAGTACCGTGCAGG

GATCGTTCCCATTTCATTCAGAAGGTGAGCTCAGACAAATGGTTATCTACATTACT

GCAGTTGTCAGCTCAGTTCTGATTAGCACACTTTTGCAGGGTGCCGTGCATGAAG

AAAGGAGGAGTAAGGTTCACGATCAACGGCCACTCTTACTTCAACCTGGTCCTGA

TCACGAATGTGGGCGGCGCAGGGGATGTGAGAGCTGTTTCAATCAAGGGCTCCG

GCACAGGATGGCAGCCAATGTCCAGAAACTGGGGCCAGAACTGGCAGAGCAACT

CTTACCTCAACGGCCAGAGCCTCTCATTCCAGGTGACCACCAGCGACGGAAGGAC

CCTGACAAGCATGAACGCTGCTCCGTCTGGCTGGCAGTTCGGACAGACGTACCAG

GGTGGTCAGTTTTAGAAGACATGCCGACTGAAAGACAAAGCGTGCTTACTTATTT

ATGTCTCGAGTAGTAAAATGCTGGCTGCAGTAAGAAGCTGGCGTTGGCAGAGCA

GGGTAGTTTATTTTTAAGCAACTAAAAGTCTGAGACAGTCCGAACCTGCGACTGT

TTGTCGAATGGCTGAGGTAGCTAAATTGGCGCCCGCTAAGCCTTTTTTTTATGTAT

AAGAAGATGACGAATATAATGAGACTTTTCCATTACAAGTAGAGCAACACTCAG

AAGATTCTACCATCGGCAGCCAGGAGTTTCTGTTAACATTCTTGGGTATGAAAAA

TGGTGCTGCTGCGTAGAATTCCGACAAAGCCCACTGAAAACTAAAAGGTCCTGAT

ATTGGTCCTCTTCAAGGCTGAAAAGCCAACAACCTTTACATTCCATGTGACCACA

AATATTCACTTATGTTAAACCAACAGGAAAGAACCAGCAACTTTGTAGGTCTGCA

GATAGAGCAGGATTTGCAGCTGAAGATTGATGTTGAATTCAAGTGTCCTTATCTT

TGGGTAAACCTCTAGGGATTCTACCCATAACATTGTCATCAACAACCTTATAGTG

CTTTGAAAATTGCCTCTGCAGTACGCCACAACACTTGTCAATAGGCTCCCGGAAT

CTACTGTACAAAGCAGGAACTGTGATCGATATGATGGTCCCTGCCAAATTTTGAA

GATATTCAGATGAAAGGGGTGATGTTCTAAGTTCTAACATTATAAGATAACTTGG

TAATTTGCAAGTAGCATATTCTCCTTGAGAATTGGTGTTTAACTATTTACCCCGGG

AAAGATTATTAGATGGAGGATCTAACAAGAAAGTTTTATTGGATTTGAAGAGTTA

CTATAAAACTCAACCAAACACGGCATATGCCATGGTTTTCTCATGGAATCATCCC

ACAAATTTCTTTTTTCACAACAGGTTCAACAT 




