IDENTIFICATION

Species: Capsella grandiflora
Locus: Cagra.0802S0004

Gene Model: Cagra.0802S0004.1.p
Description: CgrEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_vi_1

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_v1_1

GENE STRUCTURE

CerEXPB-03 —
-

| 1 1 1 ' L 1 1 1 4
by 20kbp 400bp b $ikibp 1000 1200bp 14006p 1600bp

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

1 S0 100 150 200 250 272

Guory seq, S ————————————————————————————————

carbohydrate binding site § )

Specific hits L ORBBLERRBLN | Pollen_allerg_1

Superfanilies DPBB_RI1pA_EXP_N-like superfamily Pollen_allerg._1 superfanily

List of domain hits "
Name Accession Description Interval E-value
[+ DPBB_EXPB_N  cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 40-164  1.93e-68
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIIl from Lolium perenne 172-248  4.02e-28
Peptide

>CgrEXPB-03

MQLFPLILPTLCVFLHLLRGGSCSPPPLSHSPQRVAASHWLPATATWY GSPEGDGSSG
GACGYGSLVDVKPFRARVGAVSPILFKSGEGCGACYKVRCLDKTICSKRAVTIIVTDQ
SPSGPSAKAKHTHFDLSGAAFGHMAIPGHNGVIRNRGLLNILYRRTACKYRGKNIAF
HVNAGSTAYWLSLLIEYEDGEGDIGSMHIRQAGSKEWIAMKHIWGANWCIVEGPLK
GPFSVKLTTLSNNKTLSATDVIPSNWVPKATYTSRLNFSPVL*

CDS (coding sequence)
>CgrEXPB-03

ATGCAGCTCTTTCCTCTCATCCTACCGACACTTTGCGTCTTCCTCCACCTTCTTAGA
GGCGGCTCTTGCTCTCCTCCGCCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCTC
TCATTGGCTACCCGCCACCGCCACCTGGTACGGAAGTCCCGAGGGCGACGGCAGC
AGCGGAGGAGCTTGTGGTTATGGGTCGCTAGTGGACGTGAAGCCGTTTAGAGCA
AGGGTTGGTGCGGTGAGTCCGATTCTGTTCAAGAGCGGCGAAGGCTGCGGTGCAT
GTTACAAGGTCAGGTGTCTCGACAAGACCATTTGCTCTAAGAGAGCTGTCACCAT
TATTGTCACCGACCAGTCACCGTCAGGACCATCTGCTAAAGCAAAACACACTCAC
TTCGACCTAAGTGGTGCCGCCTTTGGCCATATGGCTATTCCCGGCCATAACGGCG
TCATCCGCAACCGTGGTCTGTTAAACATCCTCTACCGCCGAACAGCATGCAAGTA
CAGAGGGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACTGCTTATTGGCTA
TCTCTCCTCATTGAGTATGAAGACGGTGAAGGAGACATTGGCTCTATGCACATTC
GTCAAGCCGGGTCTAAGGAGTGGATAGCCATGAAGCACATATGGGGAGCAAACT
GGTGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTCAAGCTCACTACTTT
GTCCAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAAGTAACTGGGTTCCC
AAAGCTACTTACACCTCCCGGCTCAACTTCTCCCCTGTTCTCTAG

Nucleotide
>CgrEXPB-03

CCTCCACCACTTTTTTTTGTGTGTTTTGGTTAGTTTCTCCGGTGGTTAGTCAAAATG
CAGCTCTTTCCTCTCATCCTACCGACACTTTGCGTCTTCCTCCACCTTCTTAGAGGC



GGCTCTTGCTCTCCTCCGCCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCTCTCA
TTGGCTACCCGCCACCGCCACCTGGTACGGAAGTCCCGAGGGCGACGGCAGCAG
CGGTAAAGACATTACATCTCTTTTACAGTTTTACATAAACTTTTAAGGCATTTAAT
TACTGCGAAATCAATTCTAAAATGTTAGTGAAACCAACCGCGCAGGAGGAGCTTG
TGGTTATGGGTCGCTAGTGGACGTGAAGCCGTTTAGAGCAAGGGTTGGTGCGGTG
AGTCCGATTCTGTTCAAGAGCGGCGAAGGCTGCGGTGCATGTTACAAGGTCAGGT
GTCTCGACAAGACCATTTGCTCTAAGAGAGCTGTCACCATTATTGTCACCGACCA
GTCACCGTCAGGACCATCTGCTAAAGCAAAACACACTCACTTCGACCTAAGTGGT
GCCGCCTTTGGCCATATGGCTATTCCCGGCCATAACGGCGTCATCCGCAACCGTG
GTCTGTTAAACATCCTCTACCGCCGGTACCCTCTTCGCGCTCTATTTAAACCAACT
[TTTATTTTTTATTTTTTTACTTGCCAATTAGTTCCAAATGCTAACCAACAAATTGA
GTAAATATATATTACATTGGGAGGAGTAAACAAATATAGAAACTTTAACGGCGTT
CTGGTTGTTTTCGATGGTCCCGTAGTATTGACCATTGACTACACAACACACACCTA
TGGATCTCTGACACACAACAACAAAACACTTAACACTTGTGATTTGTTTTTATGA
ACAAAAAAAACAGAACAGCATGCAAGTACAGAGGGAAGAACATAGCGTTCCATG
TGAACGCAGGATCAACTGCTTATTGGCTATCTCTCCTCATTGAGTATGAAGACGG
TGAAGGAGACATTGGCTCTATGCACATTCGTCAAGTATTACACTCTCCCTTAATTA
GTATACAAAATGTCATATTCTTCTTCCCTTAATTAGTATAATATAACTTAATTTGT
TTGTATTTTGAATTATGAAGGCCGGGTCTAAGGAGTGGATAGCCATGAAGCACAT
ATGGGGAGCAAACTGGTGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTC
AAGCTCACTACTTTGTCCAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAA
GTAACTGGGTTCCCAAAGCTACTTACACCTCCCGGCTCAACTTCTCCCCTGTTCTC
TAGGTAGCCTCTCTTCTGTTCTTTTTTTTTGGTTGCGGGAGAGAGTAGCACAAAGA
GGACAAGGAGCAAACAGTAAGTAATATCAGAATTCCAACTGTAGCCATCTCCAA
AGTTAGGGGAACAAGAGCTTGCAATGTGCGTGTGACTACTAACTTTCGATGTTGT
CCCTTTTCCTTTTTTTTTCCTTGTCCATAAGGATGTGTGTATCATCATCATCTATAA
TCTTGTTTGTGGGACATTACTATATAATAATTTACAGAAAAAATGTCTAATAATGT
AATATG




