
IDENTIFICATION 

Species: Capsella grandiflora 

Locus: Cagra.0802S0004 

Gene Model: Cagra.0802S0004.1.p 

Description: CgrEXPB-03 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_v1_1  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_v1_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>CgrEXPB-03 

MQLFPLILPTLCVFLHLLRGGSCSPPPLSHSPQRVAASHWLPATATWYGSPEGDGSSG

GACGYGSLVDVKPFRARVGAVSPILFKSGEGCGACYKVRCLDKTICSKRAVTIIVTDQ

SPSGPSAKAKHTHFDLSGAAFGHMAIPGHNGVIRNRGLLNILYRRTACKYRGKNIAF

HVNAGSTAYWLSLLIEYEDGEGDIGSMHIRQAGSKEWIAMKHIWGANWCIVEGPLK

GPFSVKLTTLSNNKTLSATDVIPSNWVPKATYTSRLNFSPVL* 

CDS (coding sequence) 

>CgrEXPB-03 

ATGCAGCTCTTTCCTCTCATCCTACCGACACTTTGCGTCTTCCTCCACCTTCTTAGA

GGCGGCTCTTGCTCTCCTCCGCCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCTC

TCATTGGCTACCCGCCACCGCCACCTGGTACGGAAGTCCCGAGGGCGACGGCAGC

AGCGGAGGAGCTTGTGGTTATGGGTCGCTAGTGGACGTGAAGCCGTTTAGAGCA

AGGGTTGGTGCGGTGAGTCCGATTCTGTTCAAGAGCGGCGAAGGCTGCGGTGCAT

GTTACAAGGTCAGGTGTCTCGACAAGACCATTTGCTCTAAGAGAGCTGTCACCAT

TATTGTCACCGACCAGTCACCGTCAGGACCATCTGCTAAAGCAAAACACACTCAC

TTCGACCTAAGTGGTGCCGCCTTTGGCCATATGGCTATTCCCGGCCATAACGGCG

TCATCCGCAACCGTGGTCTGTTAAACATCCTCTACCGCCGAACAGCATGCAAGTA

CAGAGGGAAGAACATAGCGTTCCATGTGAACGCAGGATCAACTGCTTATTGGCTA

TCTCTCCTCATTGAGTATGAAGACGGTGAAGGAGACATTGGCTCTATGCACATTC

GTCAAGCCGGGTCTAAGGAGTGGATAGCCATGAAGCACATATGGGGAGCAAACT

GGTGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTCAAGCTCACTACTTT

GTCCAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAAGTAACTGGGTTCCC

AAAGCTACTTACACCTCCCGGCTCAACTTCTCCCCTGTTCTCTAG 

Nucleotide 

>CgrEXPB-03 

CCTCCACCACTTTTTTTTGTGTGTTTTGGTTAGTTTCTCCGGTGGTTAGTCAAAATG

CAGCTCTTTCCTCTCATCCTACCGACACTTTGCGTCTTCCTCCACCTTCTTAGAGGC



GGCTCTTGCTCTCCTCCGCCGTTGTCTCACTCCCCTCAACGCGTGGCAGCCTCTCA

TTGGCTACCCGCCACCGCCACCTGGTACGGAAGTCCCGAGGGCGACGGCAGCAG

CGGTAAAGACATTACATCTCTTTTACAGTTTTACATAAACTTTTAAGGCATTTAAT

TACTGCGAAATCAATTCTAAAATGTTAGTGAAACCAACCGCGCAGGAGGAGCTTG

TGGTTATGGGTCGCTAGTGGACGTGAAGCCGTTTAGAGCAAGGGTTGGTGCGGTG

AGTCCGATTCTGTTCAAGAGCGGCGAAGGCTGCGGTGCATGTTACAAGGTCAGGT

GTCTCGACAAGACCATTTGCTCTAAGAGAGCTGTCACCATTATTGTCACCGACCA

GTCACCGTCAGGACCATCTGCTAAAGCAAAACACACTCACTTCGACCTAAGTGGT

GCCGCCTTTGGCCATATGGCTATTCCCGGCCATAACGGCGTCATCCGCAACCGTG

GTCTGTTAAACATCCTCTACCGCCGGTACCCTCTTCGCGCTCTATTTAAACCAACT

TTTTATTTTTTATTTTTTTACTTGCCAATTAGTTCCAAATGCTAACCAACAAATTGA

GTAAATATATATTACATTGGGAGGAGTAAACAAATATAGAAACTTTAACGGCGTT

CTGGTTGTTTTCGATGGTCCCGTAGTATTGACCATTGACTACACAACACACACCTA

TGGATCTCTGACACACAACAACAAAACACTTAACACTTGTGATTTGTTTTTATGA

ACAAAAAAAACAGAACAGCATGCAAGTACAGAGGGAAGAACATAGCGTTCCATG

TGAACGCAGGATCAACTGCTTATTGGCTATCTCTCCTCATTGAGTATGAAGACGG

TGAAGGAGACATTGGCTCTATGCACATTCGTCAAGTATTACACTCTCCCTTAATTA

GTATACAAAATGTCATATTCTTCTTCCCTTAATTAGTATAATATAACTTAATTTGT

TTGTATTTTGAATTATGAAGGCCGGGTCTAAGGAGTGGATAGCCATGAAGCACAT

ATGGGGAGCAAACTGGTGCATCGTTGAAGGACCACTCAAGGGACCTTTCTCAGTC

AAGCTCACTACTTTGTCCAACAACAAGACTCTCTCTGCCACCGACGTCATCCCAA

GTAACTGGGTTCCCAAAGCTACTTACACCTCCCGGCTCAACTTCTCCCCTGTTCTC

TAGGTAGCCTCTCTTCTGTTCTTTTTTTTTGGTTGCGGGAGAGAGTAGCACAAAGA

GGACAAGGAGCAAACAGTAAGTAATATCAGAATTCCAACTGTAGCCATCTCCAA

AGTTAGGGGAACAAGAGCTTGCAATGTGCGTGTGACTACTAACTTTCGATGTTGT

CCCTTTTCCTTTTTTTTTCCTTGTCCATAAGGATGTGTGTATCATCATCATCTATAA

TCTTGTTTGTGGGACATTACTATATAATAATTTACAGAAAAAATGTCTAATAATGT

AATATG 


