IDENTIFICATION

Species: Marchantia polymorpha
Locus: Mapoly0024s0046

Gene Model: Mapoly0024s0046.1.p
Description: MpoEXPA-08
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Mpolymorpha v3 1
KEGG:-

EXTERNAL RESOURCES

https://marchantia.info/
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Legend:
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DOMAIN ARCHITECTURE

Query seq.
Superfanilies PLN000O50

+ Name Accession Description Interval E-value
[+] PLNO0O50 super family 1535 expansin A; Provisional 11-259 1.22e-100
SEQUENCES

Peptide

>MpoEXPA-08

MDSVRIMMVRDLLNFKVLVLLIFASTYVSAGPVYANTKWTDSHATFYGGNNAQGT

MGGACGYGNMYSRGYGLETTALSSTLFNKGLTCGACFEIKCKVADTRWCFPKAGSI

KVTATNLCPANPARPTNNGGWCNPPRTHFDLSYPMFTRLAKAVGGIIPVQFRRVPCV
KVGGIRFVMNGNPWFENLVLVYNVAGGGNVVNMQMKGSKTNWFTMRQNWGQNW
ELKQKLKGQSISFRMTLGNGKVMIANNVAPANWNFQQTFESDSNF*

CDS (coding sequence)
>MpoEXPA-08

ATGGACAGTGTCAGAATTATGATGGTTCGTGATCTGCTTAACTTCAAGGTTCTGGT
CCTCCTCATATTTGCATCCACGTACGTCAGTGCCGGACCTGTATACGCTAACACCA
AATGGACGGACTCCCATGCGACGTTCTACGGTGGAAATAATGCTCAAGGAACGA
TGGGAGGCGCATGCGGATATGGAAATATGTACTCCAGAGGTTATGGTCTGGAGA
CCACGGCCTTGAGCTCGACTCTCTTCAACAAAGGGCTTACTTGTGGCGCCTGCTTC
GAAATCAAGTGCAAGGTGGCTGACACCAGATGGTGCTTTCCCAAGGCTGGTTCCA
TCAAGGTCACTGCCACAAACCTCTGCCCTGCAAATCCTGCGAGACCCACCAACAA
TGGCGGGTGGTGCAACCCGCCCAGGACTCATTTCGATCTGTCGTATCCGATGTTC
ACTCGCCTGGCCAAAGCAGTGGGAGGCATCATCCCCGTGCAGTTTCGGAGAGTAC
CATGTGTGAAGGTTGGAGGAATACGTTTTGTCATGAATGGCAATCCATGGTTCAA
CCTCGTGCTAGTTTACAATGTGGCTGGAGGTGGAAATGTGGTGAACATGCAGATG
AAAGGTTCCAAAACCAACTGGTTCACGATGAGGCAGAATTGGGGACAGAACTGG
GAACTCAAGCAGAAGCTGAAGGGACAATCCATATCGTTTCGGATGACGCTTGGC
AATGGAAAGGTGATGATTGCCAACAACGTGGCCCCAGCAAACTGGAACTTCCAA
CAGACATTTGAATCCGATAGCAACTTTTAG

Nucleotide
>MpoEXPA-08

CGGTTCATTTCTGAGTACTCTCTTCGTACTCTTCTAGCTCGGTTTGCTACGTAAGTT
CGCTCAACGATAGCTTTGACATGAAATTGAGCTTGGAAAGCTTTTACCTTTATGAT
CATTTACAATTAGAGTACCTCCCTCGCTGACGAGACCTTTTGCTCTTGGATATTTC
AGAAAATGGACAGTGTCAGAATTATGATGGTTCGTGATCTGCTTAACTTCAAGGT
TCTGGTCCTCCTCATATTTGCATCCACGTACGTCAGTGCCGGACCTGTATACGCTA
ACACCAAATGGACGGACTCCCATGCGACGTTCTACGGTGGAAATAATGCTCAAG
GAACGATGGGTGCGTTCTAGATTTTTCACATGAGCAGCATTAGCATTAGCATATA




ATCTGAGCTCTGCAATGCTGAATTGTAGCTATTTGAACTCCGAGAAGTGTGCATG
TCATCATCATTCTGGTCAACAAACTCAACGTGTTCCGAGACAAATAGTCGGGAAT
TCCTCTCGCCAAATACGTGGGGACTGATTTTGGATAGTCATAGTAAGCGTTCATTC
TTGAAGGTTGAAGTTTGAGACTTTGCATTTTATTTTTTCTTCTATCTCCAGGAGGC
GCATGCGGATATGGAAATATGTACTCCAGAGGTTATGGTCTGGAGACCACGGCCT
TGAGCTCGACTCTCTTCAACAAAGGGCTTACTTGTGGCGCCTGCTTCGAAATCAA
GTGCAAGGTGGCTGACACCAGATGGTGCTTTCCCAAGGCTGGTTCCATCAAGGTC
ACTGCCACAAACCTCTGCCCTGCAAATCCTGCGAGACCCACCAACAATGGCGGGT
GGTGCAACCCGCCCAGGACTCATTTCGATCTGTCGTATCCGATGTTCACTCGCCTG
GCCAAAGCAGTGGGAGGCATCATCCCCGTGCAGTTTCGGAGGTGATCATCTTCTC
ACTGTATATGCATTACATCGAAGTGAAATCTTACATCGCTCCTGCGGTCTCAGCC
AATTATGTTTATGTCTTTTTTCCACGGTGACATCGAACTTGCTCTTACGTAGGACT
CATGAGGTGCAACCCGATTGCATAAATATGAAGATTGCACCACAAATGCATGCCT
GGTCATTTCTGAGGTTGCAACATCTGTTATATATCGTGAGTAACACGCATCAATA
GCAAATTCCAAACGTCTGACGAGTCCTTTGTTAGTGCAGAGTACCATGTGTGAAG
GTTGGAGGAATACGTTTTGTCATGAATGGCAATCCATGGTTCAACCTCGTGCTAG
TTTACAATGTGGCTGGAGGTGGAAATGTGGTGAACATGCAGATGAAAGGTTCCA
AAACCAACTGGTTCACGATGAGGCAGAATTGGGGACAGAACTGGGAACTCAAGC
AGAAGCTGAAGGGACAATCCATATCGTTTCGGATGACGCTTGGCAATGGAAAGG
TGATGATTGCCAACAACGTGGCCCCAGCAAACTGGAACTTCCAACAGACATTTGA
ATCCGATAGCAACTTTTAGGCTTCCTCGAAAACTGCGGCCAGCTGAATGTCTGTC
ATAATTCTCAGGCAATGCACATTACTTGAGCCAGCACCATATTTCAGCTGACTAA
AATCGGCCGCTTGTAGCTCGCGATTCTCAATGCAGGTGATGACGAGCTAGGCAAT
CTTGAATCGTGACTGATAATAAACGGGGGAGGCGTGTAGAGACGAGGGGLCGCCC
ACCGTTGTACGAGCAAACGCGACTGGATGGCTTGAATCCAAGAGGTGTCTCAATA
CACAGAAGAAACTACTTCACCCATAGGTTCATGTGGCGTGTGTATTTGGGTTCCA
GGTCGTTGTACCAGAAGAATCAAGCATAGTTTGTGCAGTGTAAGATACTCCAGCT
CGAAACAGAGAGTTGGAGGTAAACGCGGAGGAGGTGAGATCATCAAAACCACCC
GCCACGACAAAGTGAGGTATTAAGTTTCACAATCAAAAGAAGTAAGATGGTTTA
CCCGGTGGTCGAGACCCTGCAGCTGGAGTGCCTTTCTGATGCCATTGCACGCTGA
GCGTGCGGCGAATGTTCTCCTAAAGCAGTCCACCACAATGTAAACCAGATATCTG
TTGTAAATTAGGCTGATAGCTCGAGGTGTAGGCAGATGAAGCCCACCCGCTTGAA
GATGTAACTTTAGTGTTCGATGAAGCTACTGACTGTGACCAGACTGTGAACTTGC
AAGCCGAGATGCAGGCGAACCGATGCCCATCCGCTAAAACAAATTGACAGTTAG
ATCTACAGACTGTCCTATAGTTGCTGAGTTTTGAGCCGATTTGCCAACCAGCTCTA
TAATTAGTCTGGTACAGAATAATGGACGTGGACATTTTTGGTTCATGCAAGAAGT
GTCTTCGTTACCTATCCGTGATGCTTTGACTGGAAAGAGTCATGTCTTTTCTTCAA
AGCCATGATGAAGAACAAGTTTGAGAATCTTGATAAGAATGCTGATGTAGCTGCC
ATCAGTGATATTAGCTAGCTAGCTAGCGGCGAGGCTTACTACTTCATCATTGGAC
TTAGAATAAATCATGCAAGTCATCATGTTTTAAAAGGATTTGTTAGCCTTGTAGA
AATTGCAACATTCACAGCTTGTGTAGGGAAACTTGTGTACCTTCACAAATCCTGTT
CGTCAACATTTCTGGTATCAGCTTGGGGGTTATCTAAGGGCCCCGGTGATGCTCTT
ACTGTTCTTGCACATGCATATCAACCAGCATTGCAATTCTCAGCATAATCGAAT






