
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast03G195600 

Gene Model: Brast03G195600.1.p 

Description: BstEXPB-10 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-10 

MAGFPGNGVALVALVTALLTYGSCALAKTSGASGWQAAKATWYGAPTGAGPDDN

GGACGFKNVNQYPFSSMISCGNEPLFKDGNGCGACYEIRCTKVNNRACSGKAQKIMI

TDMNYYPVAKYHFDLSGTAFGAMAVPGQNDQLRHAGIIDMQFRRVPCKNRGLNVN

FHVQHGSNPNYLAVLVEYANMDGTVVQMDLRESRRGHPSGPWRPMKRSWGSIWR

MDTYRPLQGPFSLRIRSESGQTLVAKQVIPANWKPDTDYRSRVQFR* 

CDS (coding sequence) 

>BstEXPB-10 

ATGGCTGGGTTCCCTGGCAATGGCGTTGCGCTTGTTGCACTCGTCACCGCGCTCCT

CACGTATGGCTCTTGCGCCTTGGCCAAAACCTCTGGCGCCTCCGGCTGGCAGGCC

GCCAAGGCCACCTGGTACGGCGCCCCTACGGGCGCCGGTCCCGACGACAACGGT

GGTGCTTGCGGCTTCAAGAATGTGAACCAGTACCCGTTTTCGTCCATGATCTCGTG

CGGCAACGAGCCCCTGTTCAAGGACGGCAATGGCTGCGGCGCTTGCTACGAGAT

ACGATGCACCAAAGTCAACAACCGTGCCTGCTCCGGCAAGGCGCAGAAGATCAT

GATAACCGACATGAACTACTACCCCGTCGCAAAATACCACTTCGACCTAAGCGGC

ACGGCGTTCGGCGCCATGGCCGTTCCCGGCCAGAACGACCAGCTCCGCCACGCCG

GCATCATCGACATGCAGTTCAGGAGGGTGCCATGCAAGAACCGGGGCTTGAACG

TGAACTTCCACGTGCAACACGGGTCGAACCCGAACTACCTGGCCGTGCTCGTGGA

GTACGCGAACATGGACGGGACGGTGGTGCAGATGGACCTCAGGGAGTCCAGGCG

CGGGCACCCGAGCGGCCCCTGGAGGCCCATGAAACGCTCTTGGGGATCCATCTGG

AGGATGGACACCTACCGCCCGCTGCAGGGGCCATTCTCCCTCCGCATCCGCAGCG

AGTCCGGCCAGACGCTGGTGGCCAAGCAGGTCATCCCGGCCAACTGGAAGCCCG

ACACCGACTACCGGTCCAGAGTTCAGTTCCGTTGA 

Nucleotide 

>BstEXPB-10 

AACCACCGGCTAGCTAGCTTGCTCTAGCACAAGAGCTGATCGAATTGCAAGTGCA

AAAGATGGCTGGGTTCCCTGGCAATGGCGTTGCGCTTGTTGCACTCGTCACCGCG

CTCCTCACGTATGGCTCTTGCGCCTTGGCCAAAACCTCTGGCGCCTCCGGCTGGCA



GGCCGCCAAGGCCACCTGGTACGGCGCCCCTACGGGCGCCGGTCCCGACGACAA

CGGTATGTGATGGGGCACACGCATATATGTTGTTGTTGTCGAGTTACACAGTGTC

AATTACATTACTCCTAATTATGTTGATCGATGACCGACGTACGGGATGCATGCAT

ATATGCAGGTGGTGCTTGCGGCTTCAAGAATGTGAACCAGTACCCGTTTTCGTCC

ATGATCTCGTGCGGCAACGAGCCCCTGTTCAAGGACGGCAATGGCTGCGGCGCTT

GCTACGAGGTAGTACTACTCAAATGAGCTCATTGAATTAGCTTACTACTAGTACT

AGTTGATGCTAGTCATTAAATTAGATTAGTCAAAGCTCATTAACTGCAAGCTCCG

TTCACACTGGAGTATCATGGAATACGTACATGGCCGGGTAACATGCACATCGTTG

ACTCTCTCGATCCCTAATTGCTTTTTTTTTGCAGATACGATGCACCAAAGTCAACA

ACCGTGCCTGCTCCGGCAAGGCGCAGAAGATCATGATAACCGACATGAACTACT

ACCCCGTCGCAAAATACCACTTCGACCTAAGCGGCACGGCGTTCGGCGCCATGGC

CGTTCCCGGCCAGAACGACCAGCTCCGCCACGCCGGCATCATCGACATGCAGTTC

AGGAGGTGACCCATAACATTTTCCCACTCAACCCTTCTACATAATCGCTTTAGTTA

GCAGCAAAATCTGACGCGCGCCATCCCTTGATTGGTGGATGCACGATGCAGGGTG

CCATGCAAGAACCGGGGCTTGAACGTGAACTTCCACGTGCAACACGGGTCGAAC

CCGAACTACCTGGCCGTGCTCGTGGAGTACGCGAACATGGACGGGACGGTGGTG

CAGATGGACCTCAGGGAGTCCAGGCGCGGGCACCCGAGCGGCCCCTGGAGGCCC

ATGAAACGCTCTTGGGGATCCATCTGGAGGATGGACACCTACCGCCCGCTGCAGG

GGCCATTCTCCCTCCGCATCCGCAGCGAGTCCGGCCAGACGCTGGTGGCCAAGCA

GGTCATCCCGGCCAACTGGAAGCCCGACACCGACTACCGGTCCAGAGTTCAGTTC

CGTTGATCTCGATCGGTGTTGCATGTGTGATTGAGACGAAGTACTACTACACATT

GTTGAATTTTGAAGTTAATTTATTAGGAGTACTACGTTGCGGGTCGATCTCGATTC

AAGATGTGTGGGAAAAGGGAGGAGGCTAGTGGAGTAGTGTCCATGTGCTACCCC

GGCCACTATCACAATTCCAAATATGATTGATTGTAATCTCCATTCAGGTTTATCTT

ATATATATCAAGTGTGCATTCTG 


