
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G402800 

Gene Model: PhHAL.9G402800.1.p 

Description: PhhEXPB-18 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-18 

MASAMIAAKVASLTAALLIFSLLVTYGSCARPVSFNASAFTADPNWEAARATWYGA

PTGAGPYDDGGACGFKNVNLPPFSSMTSCGNQPLFKDGKGCGSCYQIRCTNHAACS

GNPETVIITDMNYYPVSKYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFKRVPCNYP

GQKVTFHVEEGSNPMYLAVLVEFEDGDGDVVQVDLMEANSGSWAPMRESWGSIWR

MDSNHRLQAPFSLRITNESGRKLVANRVIPANWAPNTYYRSIIQY* 

CDS (coding sequence) 

>PhhEXPB-18 

ATGGCATCCGCCATGATCGCCGCGAAGGTGGCCTCGCTTACTGCCGCACTACTGA

TATTCTCGCTCCTGGTCACGTATGGCTCGTGCGCTCGACCGGTGAGCTTCAACGCC

TCCGCCTTCACCGCCGACCCCAACTGGGAGGCCGCCAGGGCCACCTGGTACGGCG

CGCCCACCGGCGCCGGCCCATACGACGACGGTGGCGCCTGTGGATTCAAGAACG

TTAACCTGCCGCCGTTCTCGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCAA

GGACGGCAAGGGCTGCGGCTCCTGCTACCAGATACGATGTACCAACCACGCTGC

GTGCTCCGGCAACCCGGAGACGGTGATCATCACCGACATGAACTACTACCCAGTG

TCCAAATACCACTTCGACCTCAGCGGCACGGCCTTCGGCGCCATGGCAAAGCCCG

GCCGCAACGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGG

TGCCCTGCAACTATCCCGGGCAGAAGGTGACCTTCCACGTCGAGGAGGGCTCGAA

CCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGTGGTG

CAGGTGGACCTGATGGAGGCCAACTCCGGATCGTGGGCGCCGATGCGCGAGTCC

TGGGGATCCATCTGGAGGATGGACTCCAACCACCGGCTGCAGGCGCCCTTCTCGC

TGCGCATCACCAACGAGTCCGGCAGGAAGCTGGTGGCCAACCGGGTCATCCCGG

CCAACTGGGCGCCCAACACCTACTACCGCTCCATCATCCAGTACTAG 

Nucleotide 

>PhhEXPB-18 

TTCCTCCCATGTGACCCCTACCAAAGCAGGGCGGGCGCAACGACCGCTGTGATGG

CGATCGCGGCGCACTGATGATCCTTCCCCGGTCTATAAGTGACCCGGCAGCGTGC

CCGTTCCTGACCATCCCAGCGCACAACTTCTTCTCCTGTCTGCCCGGTGGTAGTAG



TACTAGCTACCCTCGCAAGCTTGCGAGCTTATCCGACTTAGCTTGTACGTAGCAG

CGCTAGTTGCCTCGCTAGTAAGATGGCATCCGCCATGATCGCCGCGAAGGTGGCC

TCGCTTACTGCCGCACTACTGATATTCTCGCTCCTGGTCACGTATGGCTCGTGCGC

TCGACCGGTGAGCTTCAACGCCTCCGCCTTCACCGCCGACCCCAACTGGGAGGCC

GCCAGGGCCACCTGGTACGGCGCGCCCACCGGCGCCGGCCCATACGACGACGGT

AAGTTCGTGTGTAGATGATCTCCTGCGCCTGGCGCCTGGCGCCTGGCGATCTTGC

CGTGTTTACGAACGATCTGTAAACTTGCATCCATTTGTGTGTTCATGCAGGTGGCG

CCTGTGGATTCAAGAACGTTAACCTGCCGCCGTTCTCGTCCATGACGTCGTGCGG

CAACCAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTAGAT

TAATTGATTGGCCATCAAACAAGTTAAAGCTCTGCTGCCGCGGCCGTAATGGAAA

CGGAAAGCTCAAGCACAGTTCTGAGTTTCGACCCACTCTGTTTTGTTTCCTTTTTG

CAGATACGATGTACCAACCACGCTGCGTGCTCCGGCAACCCGGAGACGGTGATC

ATCACCGACATGAACTACTACCCAGTGTCCAAATACCACTTCGACCTCAGCGGCA

CGGCCTTCGGCGCCATGGCAAAGCCCGGCCGCAACGACGAGCTCCGCCACGCCG

GCATCATCGACATCCAGTTCAAGAGGTGGGTAACATGCGCCGCACGTTGCTCGGA

GCCACAAGCCCCCACAATCTGCCGGCCCCACCTGAACAGAATATAGGCCCTGCCA

CTGTCAATCTACTTGTGCTGCATGTGGAGCCCTTGTAGATTTTCGCAGAAATTTTT

AGCAGTTACTGTGGCTACTCCTAATCTCTGGAGGCCTGATGCCAAGACTGATGGA

AACATGTCACATGCAGGGTGCCCTGCAACTATCCCGGGCAGAAGGTGACCTTCCA

CGTCGAGGAGGGCTCGAACCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGAC

GGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGGCCAACTCCGGATCGTGG

GCGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGATGGACTCCAACCACCGG

CTGCAGGCGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCAGGAAGCTGGTGG

CCAACCGGGTCATCCCGGCCAACTGGGCGCCCAACACCTACTACCGCTCCATCAT

CCAGTACTAGCCCTGCTACTGCGTGCATGCGCTCTGTAATTTTCCGGTGTCATTGG

CCGGCTTAATTGTATGTATATCGTCGCTGCGTTTATTACTAGGTAGTGCCAGTAAT

TAAGTGAGGCACCGGAAGCCCGGCAATGCCCTAGGTGTTGTGTTTCAGCAAGTGT

TGGCAGAGTAGGAGATGAGGAGGCCGGTTTGGATGTGCTTTCTCGCCCGGTGCCA

ATGTATTTTTCAGTGTGATCATCAAGACTATAATTGGAAAACTGGTTCTGTGTGGC

ATTCAGAACGGACATGC 




