IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G028900

Gene Model: PhHAL.9G028900.1.p
Description: PhhEXPA-20

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq,
Superfanilies PLN00OS0

Name Accession Description Interval  E-value
[+ PLNO0Q50 super family 31535 expansin A; Provisional 28-259 6.71e-115
SEQUENCES
Peptide

>PhhEXPA-20

MAAMPAALVLLLVAALAAPAAARIPGVYGGGDWQSAHATFYGGSDASGTMGGAC
GYGNLYSQGYGVNNAALSTALFNEGLSCGACFEIKCENQPGWRWCRAGSPSILVTAT
NFCPPNYALPSDNGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVSYRRVPCRKSGGV
RFTINGFRYFNLVLITNVAGAGDIVRASVKSSSTGWLPMSRNWGQNWQSNAILVGDA
LSFRVTGSDRRTSTSWNVAPRNWQFGQTFEGKNFRV*

CDS (coding sequence)
>PhhEXPA-20

ATGGCGGCAATGCCGGCGGCGCTGGTGCTGCTCCTGGTGGCCGCGCTGGLLCGLLC
CCGCCGCCGCCCGCATTCCCGGCGTGTACGGCGGCGGCGACTGGCAGAGLCGLGL
ACGCCACGTTCTACGGCGGCAGCGACGCCTCGGGCACCATGGGCGGLCGLCGTGLG
GGTACGGCAACCTGTACAGCCAGGGGTACGGCGTGAACAACGCGGCGCTGAGCA
CGGCGCTGTTCAACGAGGGCCTGAGCTGCGGCGCCTGCTTCGAGATCAAGTGCGA
GAACCAGCCCGGGTGGCGGTGGTGCCGCGCCGGGAGCCCCTCCATCCTGGTGAC
GGCCACCAACTTCTGCCCGCCCAACTACGCGCTCCCCTCCGACAACGGCGGCTGG
TGCAACCCGCCGCGCCCCCACTTCGACCTCGCCATGCCCATGTTCCTCCACATCGC
CGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGGGTGCCGTGCCGGAAG
TCCGGCGGCGTGCGGTTCACCATCAACGGCTTCCGCTACTTCAACCTGGTGCTCAT
CACCAACGTGGCCGGCGCCGGCGACATCGTGCGCGCGAGCGTGAAGAGCTCCAG
CACCGGGTGGCTGCCCATGTCCCGGAACTGGGGCCAGAACTGGCAGTCCAACGC
AATCCTCGTCGGCGACGCGCTCTCCTTCCGCGTCACCGGCAGCGACCGCCGCACC
TCCACCTCCTGGAACGTCGCCCCGCGCAACTGGCAGTTCGGCCAGACCTTCGAGG
GCAAGAACTTCAGGGTCTGA

Nucleotide
>PhhEXPA-20

GAGCACAGCGCCACTGCGTACTTGCACGTACCACGCCATCAGGCAGGCGGTTCAC
CTTCCCCGGCATCAGCTGCTAAACCCGGCAATCAATCGCGCGTTCTCCTCCGLCGC
ACCCTCGTTTCTCCTTTCCTTTTCACACTGCTAAAGCCGGGGGCTAGAACGCGAAG
TGTAGATTACCACCCTCCTCCCTCACGGTCTCAGGAGAGAGAACGCCATTACCTT
ACCTGGTCTGCCTCCATAAATACCCCCCGCCCTTGGGCCTTGGCATTGGCCTTCCC



ACCACTGACCACTTCCTGCGCCGCTGCCGCCGCLCGTCCCGTGGGGAGTGCAGCCG
CGAGGAAGGAAGGCAAGGCAGGCCAGGGAGAAGAAGACGAGGAGGGGATGGCG
GCAATGCCGGCGGCGCTGGTGCTGCTCCTGGTGGCCGCGCTGGCCGCCCCCGLCCG
CCGCCCGCATTCCCGGCGTGTACGGCGGCGGCGACTGGCAGAGCGCGCACGCCA
CGTTCTACGGCGGCAGCGACGCCTCGGGCACCATGGGTACGTACGTTTGGCTCCG
GCCGCCGCGGGCCTTCCCTCTTCTTCCACCGCCGCCCGTGGTTCTTCTGGAACGCG
GGTGAGATAATCAATGGCTCTACGCAGGCGGCGCGTGCGGGTACGGCAACCTGT
ACAGCCAGGGGTACGGCGTGAACAACGCGGCGCTGAGCACGGCGCTGTTCAACG
AGGGCCTGAGCTGCGGCGCCTGCTTCGAGATCAAGTGCGAGAACCAGCCCGGGT
GGCGGTGGTGCCGCGCCGGGAGCCCCTCCATCCTGGTGACGGCCACCAACTTCTG
CCCGCCCAACTACGCGCTCCCCTCCGACAACGGCGGCTGGTGCAACCLCGLLGLGC
CCCCACTTCGACCTCGCCATGCCCATGTTCCTCCACATCGCCGAGTACCGCGCCG
GCATCGTCCCCGTCTCCTACCGCCGGTAACGCTTATAGTCACTCATTTCTACTCCT
CCTCCATTGCTAAAATCTCGAGTTTTTTGTTTAAAGTTCTGCAATCGATAGCAATG
TTTGTTTGTGTCTCGGTCCGGTCGTTGGTAGTAAAAGACATTCGCATTGGTCGGAG
CACCGGGGTTTTTGTTTAGGGCCACACCAGAGCACAAAGCAGAACGCCAGAACA
GAGCGCTCCATGGCCTGCTCGTCTGCATTCAAGATTCCTCCCTCCTCTCCCCACAC
GTCTTTTGAGGCGGCTCGGCCTGCACTGTTTGTTTTCTTTTTTICTTTTITTTTTGTTGT
GTGTGGGGGGGGGGGGGTGGTTGGGAAAGAAAAGGCTCCGTTCCGTGACGGGTT
CCGTCGTGGCCACAGTCACTCGCAGGCGTCCGGTGGTAACGCCCACCCGCCGACC
CGCGTGCCGTTTCGTCGCCGGTTCGGTTGCAGCACGGACCGGCACGGCCTGGCGA
TTTGATTCCTGCCCGGGCCGCCGTGATCGCGGGGAGGGGAGGGCAACTACTACCC
CGGCGGGGGCGCGGGGGAATATGCACCGGATCCGGGTGTAAAAGCGGGGGCGLG
GGTACTAGTTGGAGAGCAGACGCAAGGGGAAATCGATCCTGTAGCACGCGGTAA
AGGTGATTTGGTGAAGAGCTAGAAATGGAGCGGAGGGATCACTTCATCCTACCCT
GCGTGGGCTACTGCTCCTCTCTCTGTGATTGAGGAGTTTCCTAGCTGATGCTAGTC
CATTTCTCTACGTGGTTCTTGGCAGTTTTGGTAGATCTGGGATTTGGACATTGCCA
GTGTGAATTCTCGTGCAAACCACACACACACACACACACACACACACACACACA
CACACACACACTCGGAATGGGATGGATGGGTAGAGGAACTTTCAGTGCTACTAGT
ACTCTAGTAGCAACCAAAGCTTTCTTGTTAGCGTTCTGATGAGCCGCCACCATTCT
GGAAGGCTGCTTTCTTGGCATTCTGTTCTGGTCTAAGCAGCCATTTGCGCAGTCGC
GTGCCCGGTATCAGTGGTTTACCACACTGGCTGCATAATGGAGCACTGTCTCTTG
GAGAGAAGGCCACTGCCGGAGTCGGCTACAGCAAAAGGCCCAGAGAAGCCTCCA
AAACAACATGGGCGATGCAGAAGGAACAGTACAGAACAGAACGCTCAGGTAGG
GGGAGGGCACGCCACGGGCTTTGACCTTTTTCACTTTGGCCGCCGGTGGGGGACA
CGCCCGTGATTCCGGCCTCCGTTCAGGCCGCGCTGCCTTTCCGGTTGGCTTCTCCC
GTCCACGCCTGACATCTCCATGCCCTACCCCCCTGAAATGGCCCGTTTGCCCTTGG
TTCCTCCGGCCCCCGGTCCCCGCGTGACCTGTAAAGCCCAGGGCCATCTCGTCCTT
CCGTCCTGCAGCTCCGCCATTACGCGTGAACCCGTGGTCCTGCCTGCGCTGCACCT
CCTGACCGTGGCGGTGGTTGGCCCGTCCTTTCTTTTCTACAGCGGCAAGTTCTTGC
ATTCACGGTTCTGCCCCTGGGGAAGCCTAATGTTGCTCTGTAATAGTCCTGCTAAT
TGTTAGTACCTGCTGATTACCAGAAGTTGTTTACTGATTGATCAGTTATCTGATGA
TGATGTAAAGGGAAAAAACTACTAGCACTATTTTTAATGAAGAAATGTGCTCATG
ATGGTCTTTGCAGGGTGCCGTGCCGGAAGTCCGGCGGCGTGCGGTTCACCATCAA
CGGCTTCCGCTACTTCAACCTGGTGCTCATCACCAACGTGGCCGGCGCCGGCGAC
ATCGTGCGCGCGAGCGTGAAGAGCTCCAGCACCGGGTGGCTGCCCATGTCCCGG
AACTGGGGCCAGAACTGGCAGTCCAACGCAATCCTCGTCGGCGACGCGCTCTCCT




TCCGCGTCACCGGCAGCGACCGCCGCACCTCCACCTCCTGGAACGTCGLCLCLCCGCG
CAACTGGCAGTTCGGCCAGACCTTCGAGGGCAAGAACTTCAGGGTCTGATGGCCC
CTCCGCCATCGTCTTCCTCGTCGCCGCCGGCGTGTGATTCGGATTCTGCTGCAAGT
GAGAAAAAAGAAGCCAACGTCTTCTCATACGTAATTAGTATAGTCATTAAGCGTG
TGTTACGGTGGGAATGTCCGTTCAAGTTCGCGCCTTCTCGCCTTAATCCGTGGTCC
AAGTCCTCTGAAAGGAAGCTTTTTCTTCTGAGCAAGGGGGCAAAAGGAGGGTAA
AGTCTAGAGTCGGTTAGGGTAAATTTGTCGTCACAACTACTAGTCCCTAGTACTCT
GCTCCATTAGTGTGCTTGTGGCTACCCAAGTGTGGTTATGGATCTTGTTTGTGGTT
AAGCCTTGTTTCTGGGGGTGATTTCTGTCGAAACAGTGGCTGAAGTGGCTGCCAA
GCTGCTGCATAACTGGTGGCGGTGAGTGTAGCCCGCAGCTGCTTTTTCTTCCTTCA
TCCCGTGTCATCTATCTCCATGACACGACGTGTTGGTATCTCGTATCATGAACCTG
ATTTTAAGTAAGGTGATTGGACTTGTAAGAAGGTTGCTACTACTACTGTTTGTCGC
TTTTCTATTTCTTTCTTTGTGATACTCGTACCTGCTTAAG






