IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.04G313900

Gene Model: SbRi0.04G313900.1.p
Description: SbrEXPB-30

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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List of domain hits kl

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansing 65-138 7.57e-75
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and PIIl from Lolium perenne 196-274 5.65e-31

SEQUENCES
Peptide
>SbhrEXPB-30

MAKSCTFLFVALVVLLLLVSPIACSRKLAKPNKHRPRHKPAVRARSSSNHTATPSMS
DAYGSGGWLSAGATYYGAPDGDGSDGGACGYQTAVGQRPFSSMIAAGSPSLFKGG
KGCGACYEVKCDGNAACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGAMAKP
GMADKLRAAGILKVQYKRVPCKYSGVNIAFRVDQGSNPFYLEVLVEFEDGDGDLSA
VDLMEAGCGTWTPMVQNWGALWRYNSNTGKALKAPFSLRLTSDSGKVLVANNVIP
AGWNPGATYRSLVNYS*

CDS (coding sequence)
>ShrEXPB-30

ATGGCGAAGTCCTGCACCTTCCTGTTCGTCGCACTAGTCGTGCTCTTGCTTCTAGT
GAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCACAGGCCGAG
ACACAAGCCGGCAGTCAGGGCCCGCAGCAGCAGCAACCACACTGCCACACCCTC
GATGTCCGACGCCTACGGCTCCGGCGGCTGGTTGTCCGCCGGCGCGACGTACTAC
GGCGCACCCGACGGCGACGGCAGTGACGGCGGLCGCGTGCGGCTACCAGALCCGCC
GTCGGGCAACGCCCCTTCTCGTCGATGATCGCCGCCGGTAGCCCGTCGCTGTTCA
AGGGAGGCAAGGGCTGTGGCGCTTGCTACGAGGTTAAATGCGACGGCAACGCGG
CATGCTCCGGCCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCCCGGLGGTGT
CTGCCTTGCCGAGGCGGCTCACTTCGACATGAGCGGCACCTCCATGGGCGCCATG
GCGAAGCCCGGCATGGCCGACAAGCTTCGCGCCGCCGGTATCCTAAAGGTCCAGT
ACAAGAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCAGGGTGGACC
AGGGCTCCAACCCATTCTACTTGGAGGTGCTGGTGGAGTTCGAGGACGGCGACGG
CGACCTCAGCGCCGTGGACCTGATGGAGGCCGGTTGCGGCACCTGGACGCCGAT
GGTGCAGAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCT
CAAGGCGCCCTTCTCGCTCCGCCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCC
AACAACGTCATCCCCGCCGGCTGGAACCCCGGCGCAACGTACCGCTCCCTGGTCA
ACTACTCCTAA



Nucleotide
>ShrEXPB-30

CTGCAACTCACCAAAAACCCTCGAGCTAAGCTCATCTCTATCTCACAGACGTCTT
CCGAGCTACCAGCAATGGCGAAGTCCTGCACCTTCCTGTTCGTCGCACTAGTCGT
GCTCTTGCTTCTAGTGAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAAC
AAGCACAGGCCGAGACACAAGCCGGCAGTCAGGGCCCGCAGCAGCAGCAACCAC
ACTGCCACACCCTCGATGTCCGACGCCTACGGCTCCGGCGGCTGGTTGTCCGLCCG
GCGCGACGTACTACGGCGCACCCGACGGCGACGGCAGTGACGGTTAGTTAGCCG
AGCCGTTGCTAATTTTATTGTCTGTCGGTTAGCATGTACTACTAGCTAGAACTGTA
CTACTGTGCATTGCACGTTGCGTTGACATGCTATCGCCAAATTTAATTTGCATGGG
CAGGCGGCGCGTGCGGCTACCAGACCGCCGTCGGGCAACGCCCCTTCTCGTCGAT
GATCGCCGCCGGTAGCCCGTCGCTGTTCAAGGGAGGCAAGGGCTGTGGCGCTTGC
TACGAGGTCAGCATAACAAACATTTGCCGGGTGACCATGGTCATGGCCGTACGGC
CTGGCTCCTGTGCTGTAGCAGTGTACTAATGGTGCAGAGTGGTCGGCGCGCGCAA
GCCGGTGCTAACTGAATGCGTTCATGTCGCGCGCGCGCAACGCAGGTTAAATGCG
ACGGCAACGCGGCATGCTCCGGCCAGCCGGCCACCGTGGTCATCACCGACGAGT
GCCCCGGCGGTGTCTGCCTTGCCGAGGCGGCTCACTTCGACATGAGCGGCACCTC
CATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAAGCTTCGCGCCGCCGGTAT
CCTAAAGGTCCAGTACAAGAGGTAGGCACCGAGAAGTGCAGAGTCAGAGTAATG
CTGCATGAATCTTGGTCATAATTTCCTTCGTTTAATTTGCCGCAGGGTGCCGTGCA
AGTACAGCGGCGTGAACATCGCCTTCAGGGTGGACCAGGGCTCCAACCCATTCTA
CTTGGAGGTGCTGGTGGAGTTCGAGGACGGCGACGGCGACCTCAGCGCCGTGGA
CCTGATGGAGGCCGGTTGCGGCACCTGGACGCCGATGGTGCAGAACTGGGGLGC
GCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTCAAGGCGCCCTTCTCGCTC
CGCCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAACGTCATCCCCGCCG
GCTGGAACCCCGGCGCAACGTACCGCTCCCTGGTCAACTACTCCTAAATTACAGC
TGCAGCGTTGAGGTGTGTACTTGCATTGCATCCGGGCTTTTGCGAGAGGCGGTGT
CAGAAGATGAGGAGGAGGTTGAAGAATGGAGTTCTTCCCTCCCTCCACGGCCTCT
GCAGTCCCCCTAGTGATGTCTGAGCGTGTCGATTTCTCTGTAATTTTGTTTTCTTTT
TGTCGTCCCGGCCCCTTGTTGCAAGAGCCGCGACCAATCATCAATGTTGCATGCA
GATGTATAAGTTGTGTGAGTGTTTTTTTTGTACCACGCAATCCTTTGAGATAATTG
AAGTACTGCTATCTCATTGTCGTCATGAGTTATGAGTGCACACTATACTGACTTCT
GAAAACAGCAAAGT






