IDENTIFICATION

Species: Zostera marina
Locus: Zosma85g00480

Gene Model: Zosma85¢g00480.1
Description: ZmrEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq.
Specific hits
Superfanilies

PLN#3023
DPBB_R1pA_EXP_N-like superfamily

List of domain hits ol
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 37-161 5.82e-67
[+] PLN03023 super family 133621 Expansin-like B1; Provisional 8265 437e-46

>ZmrEXPB-03

MSIVLAPFSIFAIVYLLFLSNPCTVYAKDHNISAAKWTSAGATWYGAPTGFGSDGGAC
GYTTSVQSKPFSSMIAAGNPTLFRSGKGCGECYQVMCNAKPECSKKSIEVVITDLCPP
GGQCTAQKVHFDLSGTAFGALAKKGKENELRNVGILPVLYKRVECDYPGYNLIFKID
AGSNPYYLAVLIEYERGDGDLSAVSLKDGSAKSKEWKSMNHSWGAIWKLDAGTKL
TGPLSIKITTMKGKKLKVKNVIPVYNWGPGQTYRAKVNF*

CDS (coding sequence)
>ZmrEXPB-03

ATGTCCATCGTTCTTGCTCCCTTCTCTATATTTGCCATAGTATACCTACTTTTCTTA
TCGAATCCATGCACCGTCTACGCCAAAGATCATAATATAAGTGCCGCCAAGTGGA
CTTCAGCCGGAGCTACGTGGTATGGAGCTCCCACAGGGTTTGGAAGCGACGGTGG
AGCTTGTGGATACACGACAAGCGTTCAGAGCAAACCGTTCTCGTCTATGATAGCA
GCTGGAAACCCTACGTTATTCCGGTCTGGAAAAGGATGTGGTGAATGCTATCAGG
TGATGTGCAATGCAAAACCAGAATGTTCTAAGAAATCCATCGAGGTGGTGATAAC
TGATCTGTGCCCTCCGGGAGGTCAATGCACTGCACAGAAGGTTCATTTCGATTTG
AGTGGTACAGCTTTTGGTGCATTGGCAAAAAAAGGGAAAGAGAATGAACTTCGA
AATGTCGGAATTCTCCCAGTGCTATATAAAAGAGTCGAGTGTGATTACCCAGGAT
ACAACTTAATATTCAAGATTGACGCTGGATCCAACCCTTACTACTTAGCCGTCCTC
ATTGAATACGAAAGAGGTGACGGCGATCTCTCAGCTGTGAGTTTGAAGGATGGAT
CCGCAAAGAGCAAGGAATGGAAGTCCATGAATCATTCATGGGGTGCAATTTGGA
AGCTAGACGCCGGGACAAAGTTAACAGGACCATTGTCGATCAAAATAACTACAA
TGAAAGGGAAGAAGCTCAAAGTGAAGAATGTAATTCCGGTAAATTGGGGGCCTG
GTCAAACATATCGAGCTAAGGTCAATTTTTAA

Nucleotide
>ZmrEXPB-03

ATGTCCATCGTTCTTGCTCCCTTCTCTATATTTGCCATAGTATACCTACTTTTCTTA
TCGAATCCATGCACCGTCTACGCCAAAGATCATAATATAAGTGCCGCCAAGTGGA
CTTCAGCCGGAGCTACGTGGTATGGAGCTCCCACAGGGTTTGGAAGCGACGGTAA



GTAACTTTATTGAGGATTTAATTTCTTTGTGTTTAAATTGATCGATCGATGAAATT
TTAGGTGGAGCTTGTGGATACACGACAAGCGTTCAGAGCAAACCGTTCTCGTCTA
TGATAGCAGCTGGAAACCCTACGTTATTCCGGTCTGGAAAAGGATGTGGTGAATG
CTATCAGGTGATGTGCAATGCAAAACCAGAATGTTCTAAGAAATCCATCGAGGTG
GTGATAACTGATCTGTGCCCTCCGGGAGGTCAATGCACTGCACAGAAGGTTCATT
TCGATTTGAGTGGTACAGCTTTTGGTGCATTGGCAAAAAAAGGGAAAGAGAATG
AACTTCGAAATGTCGGAATTCTCCCAGTGCTATATAAAAGGTTAAATTCTTAAAC
ATCAACAAAAAATCAGTGCTAATAACTAACTAATTACATGATTGGTGCTTAAGAC
TTTTTCAACAGTTAGAAGAATAAAAATTCACATAATATAACGCCGATTCACGTCA
ATTATTATGGTTTCTGAAGGTTTATGATTCAAGTTTCGTTGTGTAAGTAATGGTGA
ATCTAGCATTTGAAAGATTGCATGGGTTTGCAGAATTGGACTATAGTCTATGACC
TGGGGTGGGATCTTACGACTGAATCCGCCCTTACGATTTAGCTGATAATACATTA
TGTACAGTACAAGAAAACAGGGTTACGACACGGGCATAACCATTGACTGCAAAT
GTCGTGGTTAATTGTTTAATAATTGCCATAGATTTTTTATTCACCAGAAAGTAGAT
ATTTTTACATATTGTAAAAATGCACCCTCCGTTATCAAATAAAAATTAAAGTGGG
TATGTCTATATTCATCGAGAATAGAACTGACGATCTAATTCCATTGATTGTAATGA
TACAATTGATCTGATAAAATGATACTATTTTCTTGTAGAGTCGAGTGTGATTACCC
AGGATACAACTTAATATTCAAGATTGACGCTGGATCCAACCCTTACTACTTAGCC
GTCCTCATTGAATACGAAAGAGGTGACGGCGATCTCTCAGCTGTGAGTTTGAAGG
ATGGATCCGCAAAGAGCAAGGAATGGAAGTCCATGAATCATTCATGGGGTGCAA
TTTGGAAGCTAGACGCCGGGACAAAGTTAACAGGACCATTGTCGATCAAAATAA
CTACAATGAAAGGGAAGAAGCTCAAAGTGAAGAATGTAATTCCGGTAAATTGGG
GGCCTGGTCAAACATATCGAGCTAAGGTCAATTTTTAA





