IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin12G162900

Gene Model: Misin12G162900.3.p
Description: McsEXPB-50
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Specific hits
Superfanilies DPBB_RI1pA_EXP_N-like superfamily T Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E.value
[+ DPEB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins ... 48-171 6.39e-65
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol Pl, Pll and PIIl from Lelium perenne 179-255 1.39e-26

>McsEXPB-50

MASSRALALFLFCALLPAPPISVSAALLFGGGKSAAVAKPGPGADMEWRPATATWY
GEAEGDGSDGGACGYGTLVDVVPMKARVGSVSPVLFKDGEGCGACYKVKCLDRGI
CSRRAVTVIVTDECPGGLCAFGRTHFDLSGAAYSRMAVAGAGGRLRDRGQLNVVYR
RTACKYGGKNIAFRVNEGSTNFWLSLLVEFEDGEGDIGSMQIKQANSVEWLDMRHV
WGATWCLVRGPLVGPFSVRLTTLSARKTLTARDVIPRNWTPKATY TSRLNFQPSL*

CDS (coding sequence)
>McsEXPB-50

ATGGCTTCCTCGCGCGCCCTTGCTCTCTTCCTCTTCTGCGCTCTGCTGCCCGCGCCC
CCCATCTCTGTCTCAGCCGCATTGCTGTTCGGCGGCGGCAAGTCAGCCGCGGTGG
CCAAGCCGGGTCCGGGAGCCGACATGGAGTGGCGGCCGGCCACCGCGACGTGGT
ACGGCGAGGCCGAGGGCGACGGCAGCGACGGCGGCGCGTGCGGGTACGGGACG
CTGGTGGACGTGGTGCCGATGAAGGCGCGGGTCGGGTCGGTGAGCCCCGTGCTGT
TCAAGGACGGCGAGGGCTGCGGCGCCTGCTACAAGGTCAAGTGCCTGGACCGCG
GCATCTGCTCCCGCCGCGCCGTCACGGTGATCGTCACGGACGAGTGCCLCCGGLCGG
GCTCTGCGCCTTCGGCCGCACCCACTTCGACCTCAGCGGCGCCGCCTACAGCAGG
ATGGCCGTCGCGGGGGCLCGGLCGGCCGCCTGCGCGACCGGGGCCAGCTGAACGTC
GTGTACAGGAGGACGGCCTGCAAGTACGGCGGGAAGAACATAGCATTCCGCGTG
AACGAGGGCTCGACTAATTTCTGGCTCTCTCTGCTCGTCGAGTTCGAGGACGGCG
AAGGCGACATCGGATCCATGCAGATAAAGCAGGCCAACTCGGTGGAGTGGCTGG
ACATGAGGCACGTGTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCGCTTGTGG
GGCCCTTCTCCGTGAGGCTCACCACGCTGTCCGCCAGGAAGACGCTCACGGLCCCG
CGACGTCATCCCCAGGAACTGGACGCCCAAGGCCACCTACACCTCGCGCCTCAAC
TTCCAGCCGTCTCTCTAG

Nucleotide
>McsEXPB-50

GCGAGAGCACCTCTGCCTCTGACTGCGGCATTGGGGCTTGGGATTTCTCGAAGCC
ATAAAAGAGCGAGCCCCAAAAAGAAGCCTACCACGTACCACTCCACTACTCCGC



CTCCGAGAGCAGCCGCAGTACCACCATTCCAGTCAAGTCCAGTCCAGCCCAGCGA
GGGGAAGAAGAAGAAGCAGAAAGGGGAGGAGGCGAGGAGCCAGAGCCAAGCC
AAACCTCTGAACCCCCCCGGAAATGGCTTCCTCGCGCGCCCTTGCTCTCTTCCTCT
TCTGCGCTCTGCTGCCCGCGCCCCCCATCTCTGTCTCAGCCGCATTGCTGTTCGGC
GGCGGCAAGTCAGCCGCGGTGGCCAAGCCGGGTCCGGGAGCCGACATGGAGTGG
CGGCCGGCCACCGCGACGTGGTACGGCGAGGCCGAGGGCGACGGCAGCGACGGT
GAGCACTCTCGACTCTGCTCCTCAGCTCCGTATCGCACTGGTCTTATCCGAGCGTT
TTACTGGGGGCATAGTACACACTGGAGTAGTTGTATAGGATACGAGCAGAATACT
TGAGGGAGTGCAGTGTACAACGATGCTGTCATTCTTAATTCATTCGCTGAGTTGA
TTATTAGGATTCTTCAGCTGTTACTGCTATCACAGTGTAGTACAATTTCCTTTACC
GCGTCTAGAAGAAAATGATTTTGTGGTAGGCTAGTAGTGGTAGCACCGTATCGCA
GTAAAAAAGGAGAGGAATAAATAATTCCTCCCGTTGCGACATTTTTTGGCGGGAC
CCCTGCGCATCCCACGAATCGCGGAGCGAATTTGGGTGGGLLCCGGGLLGLGLCCC
AGTACGCGTGTCAAGTGCCTGGGTGCCCCATCACTTTAGGATTCGTGCTGCCGCC
AGCCCCGTCCTCTCCCGTCTCAGCACCCGGCGACCTTCCAACAGGCAACTGCTCC
ATGCAGTTGCTGAAATCTTGACGAATAAATGCAGCATTGCACTCTCTGAGCCTCT
CTGGCCCGTCCACCGACACTGCGGGTAATCTCCATTCCACCAAATCAGTACCCGT
AGAAGTTAATCCAACGGCGCACCAATACCCTGCTCGATCGTTTACTGCTGGCATT
TACGCCGTCCTGAGCAGTACTCATACGTCGTGCGGTGCATGACCGTCAGTTCTGT
CGTCCTGTTGACGCGTCTCGCAACTGAACAGAACAGTACCCACCTGTGAGCCCGT
GACTTTTGTCCATCACAATTCACACGCGGCCACAGCCCAACCTGCATTTCCATGCC
CTGTCTCGGCTGTTCTGTCCCCTCCGTAATTTCTCTTGTTCTTTTTTTTTTCTAATTT
ATAAAACTGAAGAAGCTGTGAGTGGAGGCTGTGATGATTTTACTATTCTGACGGC
AGCAACGAACACAACGTACGGTTTTCTTTCAGGCGGCGCGTGCGGGTACGGGAC
GCTGGTGGACGTGGTGCCGATGAAGGCGCGGGTCGGGTCGGTGAGCCCCGTGCT
GTTCAAGGACGGCGAGGGCTGCGGCGCCTGCTACAAGGTCAAGTGCCTGGACCG
CGGCATCTGCTCCCGCCGCGCCGTCACGGTGATCGTCACGGACGAGTGCCCCGGL
GGGCTCTGCGCCTTCGGCCGCACCCACTTCGACCTCAGCGGCGCCGCCTACAGCA
GGATGGCCGTCGCGGGGGCCGGLCGGCCGCCTGCGCGACCGGGGCCAGCTGAACG
TCGTGTACAGGAGGTGAGCACCACTCGCAACTCCCAGTCTTGCTGTGAATGCTCG
TCAGTTCAGAACCAACTGCTGCGTTGCATAGTAGGGTACTGTAGGAGCAGTAACA
GTATCTCGTAAATCGTGATGCTATGCTGAAAAATGGCCACTTGGCATCCGAAAAC
ATCTCTGGTGCTATGATTACCTCTGTAGGAGTAGTACTAGTGCTATGATCCTGATT
CCTGCGGGGTGTAGTGAATTCAATTGTCCAGGGTTAAATGGGAGGGAATGCAGCC
CAGCTGTCCGTCAGTCTGAGACCTGCTGCTGGGGTTAAACATGCCGCTGCCTGAA
GTAACTCGGTCGGAGTCGCATCTGATTCTGAACACTTGTAAACACCTCCTGATCA
ATCTCTGCAGGGGAGGGGGTTACTACTAGAGATTGCAGCAGATGTCAATACTAGC
CCAAAAAGAAAACCCGATTAATTCAACTGGCACTGGCAGTTTTAGATTCCCTGTT
TCGTTTTGTTTCTGAAACTGACCGGTGCAGTGTCGTTTGCCCGTATGCATACACGG
ATACCAGGACGGCCTGCAAGTACGGCGGGAAGAACATAGCATTCCGCGTGAACG
AGGGCTCGACTAATTTCTGGCTCTCTCTGCTCGTCGAGTTCGAGGACGGCGAAGG
CGACATCGGATCCATGCAGATAAAGCAGGTAACGGACGATTCTTTCTATGAATAA
TTATTTTAAATTGCAGTAATGAGGATTTCAACTCGAGACATATGATTATGACACC
ATATTAAATTGACCAATTTAATCCAAAAGCTTAATGTGATAGGGTCATAGAGAAG
ACGGTAAATTCATTTTATATTTTAGCAGTAAAATACATTTTTCGCCCTCCAAGTCA
CATTGATTTTCAACCTTGAAGCATGAAATCGGGTAACAAGCACCCTCTACCTGTTT
GAAAACGGTAGTTCTATGTTCTATAAAAATAATAAAAATATGGTTTGACCTTAAG




AAGCTCATAACTAATTTATTTTAAATGAGAAAAATATGAAACTAGTACTGTTTTTC
TAAAAATGTTATCTACATGTAAAACAACAGCAGTTAAATAACACTTTTAGAATAG
TAGAAAGTAGTTTCATTTTTTCTTAAAAGAAATTAATTATGAATTTCTACTGATTA
AACCAGATATTTATTAATTTTAGAAACCAAACATAGGAACAAATTTGACTAGTTT
CAACAGTTGGAGGGTTGAAAATCGAACTGATATACAATTTAGGTTAGAAAATATA
CTTTACCCTGTATTTTGACACATCGTAGAGTAGTGGCACGCACCAAAGTGATCGA
TCGGTAGGGAAAAAAAAGGACTATTCCGTGTCCTTGGGCCATGTAGATGCACCAC
CGACCAAAGAGAGGGCCACAGCCCATAGGGCCTTGCCTTGCCTTAACCCCAGCAT
GTTGGAGACATAAGACGTGCGCGCTCTAGTGTTGCTTGCTTTCAGTACTCTCAATA
GCATTGCCAGTTGCCGCTGTCCTTTGGCTTGTATCCTGTCCTGTCTGGTAGATCTC
AAAGAGGTGAGAGGCCGGCCAAAAGACCTGGCAGCTAAAAATCTCTTTCACGTT
GTTTAGTGTTTACCCATTCTACATTTCTACTCGTACTTAAGGTCACACAAGGAAAG
GCAGCACCTTATCTGGAATAGGGACGCATGCCCAGGCAACAAGGCGTGCTAGTG
CTGCTACTTTCTCGCGCTGTCTACCACTCAAGCCCTAGTCAAAGCTTTGCATAAAC
CTAAATAGTTTAAGACATACGACATGATCTTCTTTGCCGAATGATTCCCGTTCTGA
ATGTGTTGGAAAAGCAGCACGTGAGCCCCTGGCTGGTCATGGTGCTGTTGCTCCA
TCGAGGACTCATCTCAGTCGCCTTTCCCCCCCTGAAATCAACTGCTCTGTGCCGGG
CGCCCATGATGTTGCTTCTTCATCAGCTCGGTCTAAGACGACCATGAAGCTGAAA
CTAAAGAAACCCAACAAAGGTCTCACGCCTGCCTGCTTTTGCGTTGCACTAGTGA
GTGCTTTCACGGTGGCCGTTAAATCCGACAGCCATCCACGCCCTGTGGCACGCTT
GTGGCTGAGTCGTCTGTCGTCCTGGCCTTTGTTGGGCTGGGGAATCCAAAGATGC
CAAGGAATCCCATGCGACTTTGGTCCGCTGGCTTTATTTTGTTGCCTTTGTAAAAG
TTTCAAACGCTGCTGCGCTTTGCCTAGTGGTAGTGGCCGGGTTTTAACTAACAGTA
ACAACAGCTGTTCACTGTTCTTGCTTACAATCATTCACCTTGTTGCTTGCCAATGC
CAACCATTGGCAATCGCTGCTGTCCTATGCTGTGTTGCAGGCCAACTCGGTGGAG
TGGCTGGACATGAGGCACGTGTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCG
CTTGTGGGGCCCTTCTCCGTGAGGCTCACCACGCTGTCCGCCAGGAAGACGCTCA
CGGCCCGCGACGTCATCCCCAGGAACTGGACGCCCAAGGCCACCTACACCTCGCG
CCTCAACTTCCAGCCGTCTCTCTAGGCAGGAGCCGGAGACTGCCGGAGGGAGCGC
GGCGACCGGGGGCCCACGTTTTATCGGCCCCGGACTCTGCCTCGTGGGCCCGCAA
AGGCTGATGGCCCGCTTGGCAGGCAGCCAGGCAGGAGGAATCCAGACTTTTGTTT
TTTCCTGTATGCAGGCAGCTTGGTTTTATATGATTTTATTTGTATCGTAGCGTAGC
TAGTGTGAGGTGATTCATGGTCATCATAGTAGGCATCGGGCATGCGTGATGGCTG
ATGAGTTGAGTCCGGGAGCGGGCCCAGAGTGCCAGGTACAGGCAGCCGCTGTCT
CCAAAGGAGAGAGCGTTCGCTGCTTGCTCTCGGCTCCAGCTCCAGCTCCAGGCCT
CCAGCCCTTGGAGGCTCGGAATCCGATGTGGAAGCTGGTTGGGCCGTGAGGGTTT
TGGATCCCTCGTGGTGTCTGCTTCTGCTTCGCTCGTGTGTGGCTGTGTTTTTGGCGT
CGATGTGTTTCAGTCTTGTGTTTGCCCTGGTTAAGCCCATGTTTAGTTCGCGAAAT
TCAGATTTTGGGTCTACTGTAGCACCTTCGTTTTTATTTGGTAAATAGTGTCCAAA
CATTGATTAATTAGGCTTAAAACGTTCGTCTCGCAATTTCCCACCAAACTGTGCAA
TTAGTTTTTCTTTTCGTCTACATTTAATGCTCCATACATGGGCCGCAAACATTCGA
TGTGACAGGTACTGTAGCAACTTTTTGGACTTTGGGGTCCAACTAAACGAGGCGT
AAATCTGAATGCAGGGTTGGTGACAAAAAAGTTGTCAGGATGTTATCTGTGCACA
ATGAGGAATGACCCTGTGCTTTCCATGTGAGTGTCAGATTGTTGGCGTGTCCATC
ACCTTGTTGTCTTGTCGGTCAAA






