IDENTIFICATION

Species: Sphagnum fallax

Locus: Sphfalx0288s0008

Gene Model: Sphfalx0288s0008.1.p
Description: STEXPA-28

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5
KEGG:-

EXTERNAL RESOURCES
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Query seq. GTNTAAL STALFNDAL SCCACFELOCNEPRICYSGATY TYTATNF CPPNL AL PNONGGUWCNIMPLOHF DMAVPAYEL T GI FOAG IVPYL YRRYPCWK T GGVHIFT INGNPYFLL VL VSNVGGAGDVOSLSCKGTNT Dby PCRNSGINUO YSGNTLDGOAL SFMI TTSOGRSLYSPORRPRNICF GOTFEGAQY *
Superfanilies

i Name Accession Description Interval  E-value
[+] PLN00193 super family 34, expansin-A; Provisional 1-191 1.30e-97
SEQUENCES

Peptide

>STEXPA-28

GTNTAALSTALFNDGLSCGACFELQCNEPRWCVSGATVTVTATNFCPPNLALPNDNG
GWCNMPLQHFDMAVPAYEQIGIFQAGIVPVLYRRVPCVKTGGVHFTINGNPYFLLVL
VSNVGGAGDVQSLSCKGTNTDWYPMQRNWGQNWQYSGNTLDGQALSFMITTSDG
RSLVSPDAAPANWQFGQTFEGAQY™*

CDS (coding sequence)
>SFfEXPA-28

ATGGCGGCCTCCTCCATATCACTGAGAATAGTCTTCGTTTTGGCATTGGCTTCATG
GGCTCAGTACGCACACGCTCAGGGTACTTACACTGGCGACGCAACGTGGAGCAA
CGCGCATGCCACCTTTTATGGAGGAAGCGACGCTTCAGGAACTCAAGGCGGTGCT
TGCGGGTATGGGAATCTGTACAGCCAAGGCTATGGAACGAACACAGCAGCTCTG
AGCACTGCGCTCTTTAACGATGGCCTCAGCTGCGGGGCATGCTTCGAGCTGCAAT
GCAATGAACCTCGGTGGTGTGTATCCGGCGCTACCGTGACTGTGACAGCAACCAA
CTTCTGTCCTCCCAATCTCGCCTTGCCTAATGATAACGGCGGATGGTGCAACATGC
CTCTCCAGCACTTCGACATGGCCGTTCCCGCTTACGAACAGATTGGTATCTTTCAA
GCAGGAATCGTCCCCGTTCTCTATCGCAGGGTACCTTGTGTCAAGACTGGAGGTG
TGCATTTTACCATCAATGGAAACCCCTACTTTCTTCTGGTACTGGTGAGCAATGTG
GGAGGTGCAGGGGATGTACAGTCTCTGTCATGCAAGGGGACAAACACTGACTGG
TACCCAATGCAAAGAAACTGGGGCCAGAACTGGCAGTACAGTGGAAACACCTTG
GATGGTCAAGCATTATCTTTCATGATCACCACCAGCGATGGCAGGAGTCTTGTGT
CACCTGATGCAGCTCCTGCAAACTGGCAATTTGGTCAAACTTTTGAAGGAGCCCA
ATACTAG

Nucleotide
>STEXPA-28

CGCCAACCCCTCTGCCTTCTGTTCTCTCCTCTTCCTTTCTCCGCCCCGCCGGTTGCC
GTTGCTCTTGTGTTCTCTCTCCTCTCGCAGCTGCTGCCGCTCGTCCGCGAAAGCCG
AACCGTCCGTCACCTTCTCGACACTCCAGTACTCTTCTTCCCTCACCTCACGTAAG
CTTTCTCTCTTCTCTTTCTGTTTCTCCAGTCTTTCTGATTGTCTGTCCATCTTCCTGA
GCAATTTCTCTCTGCAATTTGTGGTTTTGGTTTTCCTGTGCTCCCGGGCGTCTGTTA




AGATCAGCTGCTAAGCTACTTTGGAACATCGTTGTTGCAGTGAGTCGAGTTATCTT
TGTCGAGTTTTGGAGCTGCAAAGCTTCTGTACTTGCTGTAATATGCCTCTAGCAAA
ATCTTATTCTACGTGTTGTCTTAGGCATGGTTCATCGTGTCTTTTGTGTATGTTCTT
TTCTTTACTCAGCTTGGTTCTTGTATCCGGAACTTGCAAAGCCCAAGATGCAAGGC
CCAAGATCAGGAACTTGCATTTCTATATCTGTTTGTCATTGGAATGGGCGCCGCAT
TCTAGGCGCTTCATGAGGTTCTGGAGGAAACTAGTATTTCATCTTGCTTATTTAGA
ATTGCTCGCAGGTTTTTCGTTTTATGAGAGGGATTGCCGAAATCTGACATTGTTGT
TGTCTTTGTGTGCTGTGCAGCGTGAAGATGGCGGCCTCCTCCATATCACTGAGAA
TAGTCTTCGTTTTGGCATTGGCTTCATGGGCTCAGTACGCACACGCTCAGGGTACT
TACACTGGCGACGCAACGTGGAGCAACGCGCATGCCACCTTTTATGGAGGAAGC
GACGCTTCAGGAACTCAAGGTAGGTAAAGTTCTAGCAGGCTTTCCATAAGTCGTG
ATTCCATGATAATTCCCCCGGGCTTTGAAGAATTGTTCGTTCCTGATCGAAAACTT
TTCATTCTGAAACGTCGTGAAATATTGGTTGCCGTGAACTTGCAGGCGGTGCTTG
CGGGTATGGGAATCTGTACAGCCAAGGCTATGGAACGAACACAGCAGCTCTGAG
CACTGCGCTCTTTAACGATGGCCTCAGCTGCGGGGCATGCTTCGAGCTGCAATGC
AATGAACCTCGGTGGTGTGTATCCGGCGCTACCGTGACTGTGACAGCAACCAACT
TCTGTCCTCCCAATCTCGCCTTGCCTAATGATAACGGCGGATGGTGCAACATGCCT
CTCCAGCACTTCGACATGGCCGTTCCCGCTTACGAACAGATTGGTATCTTTCAAGC
AGGAATCGTCCCCGTTCTCTATCGCAGGTACATACATGCATGGACCCTAGCACTT
CCCTTAGACATGTGTTTTTGTTGCTCCTTGGAATGGGCTTTTGCGGCAATATATGT
AGACCCTCTTAGGATCCCATTTACACAGTGTTGTGATCTTGATCGCAGTTACACAC
TGTATGTTGTGATCACAACAACCTAATGGGAATCCACTGTCATAGGGCCCTGTAC
ACTGTGTATGAGAGTGATCCCAGTTACACACAGTAGGTTGTGATCACAGCAACCT
AATGGGAATCCACTCTCATAGGGCCTTGTACACTGTGTGATTGTGACCACAGTTA
CACACAGTATGTTGTGATCACAGCAACCTAATGGGAATCCACTCTCATAGGGCCT
TGTACAAATTGTGTGATTGTGACCACAATTGCACACAGTATGTCGTGATTGCAGC
AACCTAATGGGAATCCACTGTCATAAGGCCTTGTACACTGTGTGATTCTGACCAC
AGTTACACACAATATGTTGTGATCACAGCAACCGAATGGGAATCCACTGTTATAG
GGCCTTGTACGTTGTGTGTGATCATGATTGCAGTTACACACAGCATGTTGTGATCA
TAGCAGCCTAAAGGGAAGCCACTGTCGTAGGACCTTGTAGACTATGTGATCCTGA
TTGCAGTTACAGACAACATGTTGTGATTGCAGCAGCCTATTGGGAAGCCACTGTC
ATAGGGCCTTGTTTTTTGCTGCAGGGACAGTGCAGGGATTTCAATTTGCTGAAGT
CTAGAATTGTGTAGTGGTAACATGACTAGTGTATGTGATTGAGGAACTGATCATG
TTGTGTTACAATCGATCTGCTGCAGGGTACCTTGTGTCAAGACTGGAGGTGTGCA
TTTTACCATCAATGGAAACCCCTACTTTCTTCTGGTACTGGTGAGCAATGTGGGAG
GTGCAGGGGATGTACAGTCTCTGTCATGCAAGGGGACAAACACTGACTGGTACCC
AATGCAAAGAAACTGGGGCCAGAACTGGCAGTACAGTGGAAACACCTTGGATGG
TCAAGCATTATCTTTCATGATCACCACCAGCGATGGCAGGAGTCTTGTGTCACCT
GATGCAGCTCCTGCAAACTGGCAATTTGGTCAAACTTTTGAAGGAGCCCAATACT
AGCTATAATCTAGCTAGCTGGGTCTGAGTGAAGCCAAGCCATTTCGATATAATTC
TCACAGGTTGGCATGGTCAAATTCCATAATTTTCTGATGGATTTTTCTCATGATCT
TTCTTTCTTTCAGTGGATGTTGTACACTACTAGTGAAATTGAGCTGTGGTTGGATC
AACTGATGAATGCACCCGCTCACATTTCTCTAGAGTATATCTGTTGTTTTTTTTTTG
GGGCCAGTGTTAGTTACTTCGTTCAGACTGGTTTCAACTTTCTTCCACATCTGAAG
AAGTGACAACAACAACAGGATGTTAAGTGATGGATCTCTCTCTGAAGCTAGCTAT
CAAAACAATTGAGCTTAATTTGGGGTAGATCATTCATTTGGGTAACTGTGAAGGA
TGTGATGGTAGTGAAGCAAACTTGTCATCCGCCTTCATAGACTCTGGATCTATAG




AGGGAAGGGAACTATAACTTTGGTGACTTCTTTACTATTGACTGGTTGCTGGGGT
GGCTGAATCAACAGCCACCCGCTCCAGAGCTTTGTTAACATTTGTTTTCGAAAAG
GGTTGTTCCAGTTGAACATTTGGAATATTAAGGATCTTGTTC



