IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G404900

Gene Model: PhHAL.9G404900.1.p
Description: PhhEXPB-25

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Specific hits Pollen_allerg 1
Superfanilies DPBB_RIpA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval  E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 50-173 6.18e-81
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens ol P1, Pl and PIil from Lolium perenne 181-257 1.09e-28

>PhhEXPB-25

MAAALFSFRATALAALLLAVIAACGARAQQQPTNASDSQERSLLSYSGGWIPAKAT
WYGAPTGAGPDDNGGACGFKHTNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCLKS
NHPACSGVPQTVVITDMNYYPVAKYHFDLSGTAFGSMANYGLNDKLRHAGIIDMQF
RRVPCNFPGLTINFVVQHGSNPMYLAVLVEFEDKDGDVVQVDIMQHNSGHWEPMH
ESWGSIWRIDPNRPLKGPYSLRITNESGKQLVAKNIIPDNYIPNTNYRSYVQY*

CDS (coding sequence)
>PhhEXPB-25

ATGGCCGCCGCGCTCTTCTCCTTCAGGGCCACCGCGCTCGCCGCGCTCCTCCTCGC
CGTGATCGCCGCCTGCGGCGCCCGCGCCCAGCAGCAGCCCACCAACGCCTCCGAC
TCCCAGGAGAGATCCTTGCTGTCCTACAGCGGCGGCTGGATCCCGGCCAAGGCCA
CCTGGTATGGCGCGCCCACCGGCGCCGGCCCCGACGACAACGGLCGGLGLGTGLG
GCTTCAAGCACACCAACCAGTACCCCTTCTCCTCCATGACGTCGTGCGGCAACGA
GCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGATTCGGTGCCTT
AAGAGCAACCACCCCGCCTGCTCCGGCGTGCCGCAGACTGTGGTCATCACCGACA
TGAACTACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGG
CTCCATGGCCAACTACGGCCTCAACGACAAGCTCCGCCACGCCGGGATCATCGAC
ATGCAGTTCAGGAGGGTTCCGTGCAACTTCCCCGGCCTGACGATCAACTTCGTCG
TCCAGCACGGCTCCAACCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGACAA
GGACGGCGACGTGGTGCAGGTGGACATCATGCAGCACAACTCCGGCCACTGGGA
GCCGATGCACGAGTCCTGGGGATCCATCTGGAGGATCGACCCCAACCGCCCGCTC
AAGGGCCCCTACTCGCTGCGCATCACCAACGAGTCCGGCAAGCAGCTGGTGGCC
AAGAACATCATCCCGGACAACTACATCCCCAACACCAACTACCGCTCCTACGTCC
AGTACTAA

Nucleotide
>PhhEXPB-25

CGACCATCGACGACGCCGCGGCCGGCCGATTGGTAGTTCCATCGCCACCACTTTC
CTGTCCTGTCCCGCCTATAAATACCCCCCGGCAATGTCCTCCGCCTCACACCATCC
CAGCACAAACCAGACAGCAGCAGGTGGTGGTGCCAAGCAGCAGCTAGCTAGCTA



GCTGTTCATACATACAGCCTAGCTGAAGCTCCTCCTTCCTGGCTGCTGCAAGCATG
GCCGCCGCGCTCTTCTCCTTCAGGGCCACCGCGCTCGCCGCGCTCCTCCTCGCCGT
GATCGCCGCCTGCGGCGCCCGCGCCCAGCAGCAGCCCACCAACGCCTCCGACTCC
CAGGAGAGATCCTTGCTGTCCTACAGCGGCGGCTGGATCCCGGCCAAGGCCACCT
GGTATGGCGCGCCCACCGGCGCCGGCCCCGACGACAACGGTAAGGACGAACCCC
CGCGTGCCAAGATGCCTCTCCGTTTGTCCTGTGCAAATTGCAATGCGGCTCACCCC
CATGCCATTGCCTGATTGCCATGCCTTGGTTCTGAATCTTGCCAGGCGGCGCGTGC
GGCTTCAAGCACACCAACCAGTACCCCTTCTCCTCCATGACGTCGTGCGGCAACG
AGCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTACTACTGCG
TACTGACCACCACGGCGCCCACCGACCATGCCAGATTAGCACAGTTGGTGCTGGC
GCCCAGTCATTTTATTTGGTTGGTCAAATTAAAGACGCCAGCATGTAGCGTCCGT
AGCTAGCGAGCGCCCCACAGATTGCTCATCTTGATGATGGGCAGCTAGGAGGAA
CGTGCATCCGTTGACCCTGTCGCGCCTGGCTTTTACAGATTCGGTGCCTTAAGAGC
AACCACCCCGCCTGCTCCGGCGTGCCGCAGACTGTGGTCATCACCGACATGAACT
ACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCTCCAT
GGCCAACTACGGCCTCAACGACAAGCTCCGCCACGCCGGGATCATCGACATGCA
GTTCAGGAGGTCCGCCGCCTGCACCACCACCACCACCATTTCTGACGCGCATTTC
ACTCCTCGATCTCTCGTTTTGTGAAAATTAACCCGCCGATCTCTCTCGGCCGTTGT
CTCTGGTGCTGCAGGGTTCCGTGCAACTTCCCCGGCCTGACGATCAACTTCGTCGT
CCAGCACGGCTCCAACCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGACAAG
GACGGCGACGTGGTGCAGGTGGACATCATGCAGCACAACTCCGGCCACTGGGAG
CCGATGCACGAGTCCTGGGGATCCATCTGGAGGATCGACCCCAACCGCCCGCTCA
AGGGCCCCTACTCGCTGCGCATCACCAACGAGTCCGGCAAGCAGCTGGTGGCCA
AGAACATCATCCCGGACAACTACATCCCCAACACCAACTACCGCTCCTACGTCCA
GTACTAACTGCGTGCTCCCCGTCGATCGGATCGATTATAGTGGCCGCCGTTGGCA
ATTGCGCTGAGGATTTTTCACCTCGGTTCCATTGTTGGTGTGTTTGTGCGTGTCCT
GAAGGGGTGTGGGAAATTAGAGGAGGCAAGCATCAACGTGTGCTCTCCCGCCCA
CTGTCACTCTACCATTACCAGTGTGTAACCAGAAGATTATGGTTATAAATTATAC
ATACAGTACGTGTGCTGCTATATATTAACTAGCATGCCGTCTGAAAAC





