
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G404900 

Gene Model: PhHAL.9G404900.1.p 

Description: PhhEXPB-25 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-25 

MAAALFSFRATALAALLLAVIAACGARAQQQPTNASDSQERSLLSYSGGWIPAKAT

WYGAPTGAGPDDNGGACGFKHTNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCLKS

NHPACSGVPQTVVITDMNYYPVAKYHFDLSGTAFGSMANYGLNDKLRHAGIIDMQF

RRVPCNFPGLTINFVVQHGSNPMYLAVLVEFEDKDGDVVQVDIMQHNSGHWEPMH

ESWGSIWRIDPNRPLKGPYSLRITNESGKQLVAKNIIPDNYIPNTNYRSYVQY* 

CDS (coding sequence) 

>PhhEXPB-25 

ATGGCCGCCGCGCTCTTCTCCTTCAGGGCCACCGCGCTCGCCGCGCTCCTCCTCGC

CGTGATCGCCGCCTGCGGCGCCCGCGCCCAGCAGCAGCCCACCAACGCCTCCGAC

TCCCAGGAGAGATCCTTGCTGTCCTACAGCGGCGGCTGGATCCCGGCCAAGGCCA

CCTGGTATGGCGCGCCCACCGGCGCCGGCCCCGACGACAACGGCGGCGCGTGCG

GCTTCAAGCACACCAACCAGTACCCCTTCTCCTCCATGACGTCGTGCGGCAACGA

GCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGATTCGGTGCCTT

AAGAGCAACCACCCCGCCTGCTCCGGCGTGCCGCAGACTGTGGTCATCACCGACA

TGAACTACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGG

CTCCATGGCCAACTACGGCCTCAACGACAAGCTCCGCCACGCCGGGATCATCGAC

ATGCAGTTCAGGAGGGTTCCGTGCAACTTCCCCGGCCTGACGATCAACTTCGTCG

TCCAGCACGGCTCCAACCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGACAA

GGACGGCGACGTGGTGCAGGTGGACATCATGCAGCACAACTCCGGCCACTGGGA

GCCGATGCACGAGTCCTGGGGATCCATCTGGAGGATCGACCCCAACCGCCCGCTC

AAGGGCCCCTACTCGCTGCGCATCACCAACGAGTCCGGCAAGCAGCTGGTGGCC

AAGAACATCATCCCGGACAACTACATCCCCAACACCAACTACCGCTCCTACGTCC

AGTACTAA 

Nucleotide 

>PhhEXPB-25 

CGACCATCGACGACGCCGCGGCCGGCCGATTGGTAGTTCCATCGCCACCACTTTC

CTGTCCTGTCCCGCCTATAAATACCCCCCGGCAATGTCCTCCGCCTCACACCATCC

CAGCACAAACCAGACAGCAGCAGGTGGTGGTGCCAAGCAGCAGCTAGCTAGCTA



GCTGTTCATACATACAGCCTAGCTGAAGCTCCTCCTTCCTGGCTGCTGCAAGCATG

GCCGCCGCGCTCTTCTCCTTCAGGGCCACCGCGCTCGCCGCGCTCCTCCTCGCCGT

GATCGCCGCCTGCGGCGCCCGCGCCCAGCAGCAGCCCACCAACGCCTCCGACTCC

CAGGAGAGATCCTTGCTGTCCTACAGCGGCGGCTGGATCCCGGCCAAGGCCACCT

GGTATGGCGCGCCCACCGGCGCCGGCCCCGACGACAACGGTAAGGACGAACCCC

CGCGTGCCAAGATGCCTCTCCGTTTGTCCTGTGCAAATTGCAATGCGGCTCACCCC

CATGCCATTGCCTGATTGCCATGCCTTGGTTCTGAATCTTGCCAGGCGGCGCGTGC

GGCTTCAAGCACACCAACCAGTACCCCTTCTCCTCCATGACGTCGTGCGGCAACG

AGCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTACTACTGCG

TACTGACCACCACGGCGCCCACCGACCATGCCAGATTAGCACAGTTGGTGCTGGC

GCCCAGTCATTTTATTTGGTTGGTCAAATTAAAGACGCCAGCATGTAGCGTCCGT

AGCTAGCGAGCGCCCCACAGATTGCTCATCTTGATGATGGGCAGCTAGGAGGAA

CGTGCATCCGTTGACCCTGTCGCGCCTGGCTTTTACAGATTCGGTGCCTTAAGAGC

AACCACCCCGCCTGCTCCGGCGTGCCGCAGACTGTGGTCATCACCGACATGAACT

ACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCTCCAT

GGCCAACTACGGCCTCAACGACAAGCTCCGCCACGCCGGGATCATCGACATGCA

GTTCAGGAGGTCCGCCGCCTGCACCACCACCACCACCATTTCTGACGCGCATTTC

ACTCCTCGATCTCTCGTTTTGTGAAAATTAACCCGCCGATCTCTCTCGGCCGTTGT

CTCTGGTGCTGCAGGGTTCCGTGCAACTTCCCCGGCCTGACGATCAACTTCGTCGT

CCAGCACGGCTCCAACCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGACAAG

GACGGCGACGTGGTGCAGGTGGACATCATGCAGCACAACTCCGGCCACTGGGAG

CCGATGCACGAGTCCTGGGGATCCATCTGGAGGATCGACCCCAACCGCCCGCTCA

AGGGCCCCTACTCGCTGCGCATCACCAACGAGTCCGGCAAGCAGCTGGTGGCCA

AGAACATCATCCCGGACAACTACATCCCCAACACCAACTACCGCTCCTACGTCCA

GTACTAACTGCGTGCTCCCCGTCGATCGGATCGATTATAGTGGCCGCCGTTGGCA

ATTGCGCTGAGGATTTTTCACCTCGGTTCCATTGTTGGTGTGTTTGTGCGTGTCCT

GAAGGGGTGTGGGAAATTAGAGGAGGCAAGCATCAACGTGTGCTCTCCCGCCCA

CTGTCACTCTACCATTACCAGTGTGTAACCAGAAGATTATGGTTATAAATTATAC

ATACAGTACGTGTGCTGCTATATATTAACTAGCATGCCGTCTGAAAAC 




